
>Rhcg GENE: Ammonium transporter Rh type C ORF type: complete len:631 (+), 
score=195.01 TRINITY_DN731_c0_g1:336-2228(+) 
ATGGGCTTTGCAGAGGACCTGTGGTGCCCTCAGGGTCATGCCGCCCTAATGAAACTACAA 
GACTCTGAGCTGCGTTTGATGGAGGTTATGAAGAAATGGATAACGCAGAGGGCCAAGAGT 
GATCGCGAGTTCTCCGTACAGCTGCATCAGATGTCAGCCATAGTTGAGAAACTGGAAGGG 
TCCCAGCCCGGAGGAGGTCTCGACTACATCAGCCAGTTCAATAAGTCATGGAATGTGCTG 
GTCAGTCAGACGGAGAGCCTCAGCCGTATCATGCGCAAGCATTCGGAGGATCTGATGGTG 
GGACCCCTTAGCAAACTTACCCTCCTCGTCCGGGACAAACAGCAGCTGAGGAAGACTTAC 
GGGGAACAGTGGAACCTTCTCAGCCAAGAGATGTGCAGGGTCACCCAAACCGAGCTGGAC 
CGGCTCAAGTCCAGTTACAGACAGCTGTCACGGGACGCGGCCCAGGCGAAAAGAAAATAT 
CAGGAAGCAAGCAAAGATAAAGAACGTGAAAAAGCGAAGGAGCGCTACATTAAAGCCACT 
CTGAAACTGCATGAGCACCACAATGAGTATGTGCTGTCGGTGAAGGCCGCCCAGGTGCAT 
CACCAACTCCACTACGGCCAAAGTCAGCCGGCCCTGCTGGGAGCCCTGCAGACGCTGCAG 
GAGGAAATGGTGCTTATTCTAAAGGAGATTCTGCAAGAATATTTCGACCTGTCTAATGTG 
CTTCATGATGAGGTGGTGAGTGTTCACACTGAAATGGCCAACGCCCTGAAGGCCATCCAG 
CCACACAAAGAATATGAGAGCTTCATTCAGCAGAACAGGTCAAGAGGAGAGATTCCTACA 
TGTGTGGAGTTTGACAGCAGTTTATTGGAGGATGCTGAAGGTCTGAAGCCTGAAGATCTG 
CAGCTCAATGAGCTCACAATAGAAGGAATCCAGCATCGGCTCACCGCTGTGGAGGAGGAG 
CTTTTGGGTCTTGCTAGTACTCTTGGTTCCCAGCAGGCCACTGTCAACCAGCTGGAGTTA 
GATCTGCAGAATGAGGATGACTCTGCAAACATAGGCCAGAGGGTGTATCAGTTCAGTAAG 
CGTAATGCTCTGGAGGACAGCAGACAGCAGGTAGTTCTGTCAATGGTGGCTCGTGCTCGT 
CTGGAGGCCCAGCGGAGAGTTCTGGCTGATAAACTTCAGTCCCTGGGCAGTAATGAGGTC 
CCATCTATAGGCCTGGATGATGACCGGATATCTGTCACCTCCAACAACTCAGAGCGTGAC 
AAAGACCATAAGCTCCTCAACATGGATGTAATCGTGGGCCATCTCAGCAGCTTGTTCAAG 
CCCAAGTATATGGTTCCCCCCGCACTGGTGCCGGTGCCTGATGCAGAGAAGCCGTTGACC 
CAGCAGGGCTGGTATCACGGTGCCATCCCTCGCCTGGAGGTTCAGGAACTGCTTAAGAAT 
GATGGGGATTTTCTGGTCAGGGAAAGCCAGGGCAAACAAGAATACGTGTTGTCTGTGCAC 
TGGGGTGGCCAGTGCCGGCACTTCCTCATTCAGAGTACAGACGGTGTGTATCGTCTTGAC 
GGTGAGGGCTTCGCCACTGTACCGCTGCTAATGAATCATCTCCTCAGCTCTCATCAAAGC 
GTCACAAAAAGGACAAACATTGTGCTAAAGAAACCCATCCTCAAGGATAAGTGGGTTTTG 
GAGCATGATGATGTCGTTCTTGGACAGAGCATTGGTCGGGGCAACTTTGGTGAGGTGTTC 
AGTGGCCGCCTGCGTTCAGACAACACGCCGGTTGCTGTGAAAGCCTGCAGAGAGAATCTA 
CCCGCTGAACACAAGAACAAGTTCCTAATGGAGGCCAGGTTTGTATTAACACGCATACTG 
TGTATACTCAAACAAACACTCTCGTTTAACTAA 
>Rhcg2 GENE: Ammonium transporter Rh type C 2 ORF type: complete len:440 (+), 
score=74.24 TRINITY_DN731_c0_g2: 36-1322(+) 
ATGGGGAACATGTGCGACCGGCCAAAGAATACTAACATGAAATTCAGTTTACCTGGCGTG 
TGTTTTGTTTGGCAGTTGTCTATGATCATTCTTTTTGGCGTATTTGTGCGGTATAATAAG 
GAGTCCGATACACACTGGGTTGATTACAAAAAGGAGAAAAATTACACAAGCGATATTGAG 
AATGACTTCTACTACAGATATCCAAGTTTTCAGGATGTTCATGTCATGATCTTTGTGGGC 
TTTGGGTTTCTCATGACCTTCCTGAAGCGCTATAGTTTTGGTGCGGTTGGATTTAACTTC 
CTGATTGCAGCTTTCGGGATCCAGTGGGCTCTTCTGATGCAAGGCTGGTTCCATTCTCTG 
GACCCAGCTGATGGAAAGATCAAGATCGGGGTAGAGAACTTGATAAATGCAGATTTCTGT 
GTGGCGGGGTGTCTGATCGCCTACGGTGCCGTGCTGGGGAAGGTCAGTCCTGTGCAGCTG 



TTGGTGATGACGCTGTTCGGTGTCACGCTGTTCGCCGTTGAAGAGTACATCATCCTAAAC 
ATCCTCCATGCCAAAGATGCTGGCGGCTCCATGGTGATCCACACTTTTGGAGCTTATTAT 
GGTCTATCCATTTCATGGGTTTTGTATCGGCCTGATTTGGATAAGAGCAAACATATGAAC 
GGGTCTGTCTACCACTCAGACATGTTCGCCATGATTGGAACCCTTTTTCTGTGGATGTTC 
TGGCCCAGTTTCAACTCTGCCATTGCTGATCATGGAGACGGTCAGCACAGAGCTGCCATC 
AACACATACCTGGCCTTGGCCTCCACCGTCCTCACTACGGTCGCCATTTCCAGCTTGTCT 
GAGAAAAAGGGGAAACTAGACATGGTTCACATCCAGAATTCCACACTGGCAGGCGGAGTT 
GCTGTGGGAACAGCAGCTGAGTTTATGCTGATGCCATACGGTTCTTTGATTGTGGGTTTC 
TTCTGTGGCATTATTTCTACAATGGGCTATGTTTTTATTTCGCCGTTCTTGGAGGAGAAA 
CTGAAGATTCAGGATACGTGTGGCATCCATAACTTGCACGCTATGCCAGGGGTCATTGGA 
GGAATTGTGGGAGCCATCTCAGCCGCTGCTGCCACTAGCACTGTTTATGGAGAATCAGGA 
TTGGAAAGCACATTTGACTTTACGGGACCTTTTGCGAAACGGGTGCCCACTGTCCAGGGA 
GGATACCAGGCTGCAGGACTCTGTGTGGCCTTGTGTTTTGCAATCGGAGGTGGCATATTA 
GTTGGTAAGAATCTTTTGAGAGATTAA 
>Rhbg GENE: Ammonium transporter Rh type B ORF type: complete len:441 (+), score=92.99 
TRINITY_DN425_c2_g1: 127-1449(+) 
ATGGCTGATTCATCAACTAACATGAGGCTACGGCTGCCACTTTTATGCATCATCTTGGAG 
GTCATCCTCATCATCCTCTTTGGAACACTGGTGGAGTATAACCATGACACTGATGCCAAG 
CTGTGGAATAAAAACAAAACGTCTACTAGAAATGATTACGAGAATGAGTTCTACTATCGT 
TATCCCAGTTTTCAGGATGTTCATGTGATGATCTTTGTGGGCTTCGGATTCCTGATGACA 
TTTCTGCAACGTTATGGATTCAGCAGTGTCGGATTTAACTTCCTCATCGCAGCCTTTTCC 
CTACAGTGGGCCACACTCATGCAGGGCTTTTTCCATGGCATGCACAATGGCAAGATCCAC 
GTTGGAGTGGAAAGCATGATAAATGCAGACTTCTGCACTGGGGCTGTGCTGATCTCTTTT 
GGCGCTGTTTTGGGGAAGACCAGTCCTGTGCAGCTACTTGTTATGGCCATTTTCGAGGTG 
ACATTATTTGCTGTCAATGAATTCATCCTGCTCTCTATCCTTGGGGCCAATGATGCCGGA 
GGATCCATGACCATTCATACATTTGGTGCATACTTCGGCTTAATGGTGACCCGTGTCCTG 
TACAGACCAAACCTGAAAAAGAGCCAACATAGAAACTCGTCTGTCTACCACTCTGACCTC 
TTTGCCATGATTGGTACCATCTATCTGTGGATGTTCTGGCCCAGCTTCAACTCAGCCATT 
ACAAACTACGGGGACCCCCAACACAGAACCGCCATGAACACTTACTACTCTCTGGCCGCC 
TGCACACTGGCTACATATGCTTTCTCTGCCCTCGTCAACCCAGAAGGAAAATTGGACATG 
GTGCACATTCAGAATGCCGCGCTGGCTGGTGGTGTTGCTGTGGGAACAGCTGGAGAGATG 
ATGCTGACTGCATTTGGCTCTATGATTGTGGGATTCCTAGCTGGAACTATTTCAGTCCTG 
GGATACAAATACCTCACGCCGGTTTTGGAGTCGAAACTGAAGATTCAGGACACTTGCGGC 
ATTCATAACCTGCATGGAATGCCAGGAGTTCTGGGAGCTGTGGTGGGTGCTGTCACCGCT 
TCCCTGGCATCCATAGATGTATATGGAGATGGATTACAAAGAGTGTTTGGTGATGTTGAA 
ACTGGAAAATGGACCCCTGAATCTAAGGGAGGGTTTCAGGCTATCTCGCTGGCCGTCACA 
CTGGGAATGGCTCTGTTTGGTGGTCTAATTACAGGGTTAATTTTGAAGGTGCCAATCTAC 
GGTGCTCCTCCGGATACTCACTGCTTTGAGGATGGACTCTACTGGGAGGTGAATACTTTC 
TGA 
>Rhag GENE: Ammonium transporter Rh type A ORF type: complete len:325 (-), score=72.50 
TRINITY_DN15891_c0_g1: 639-1613(-) 
ATGCCAGCATACGCTACCAACATGAGGCTTAAGTTCCCCATTCTGGCCTTGATCCTGGAA 
GCCGTGACCATTGTCCTGTATGCTCTTTTTGTGGTTTATGAGACCGGTGATGCTCATGAT 
GGGAATCATCATGCAGAAGCGAATAACACGCATTCAACCAGTCCAATGACCCTTTATCCC 



ATGTTTCAGGATGTGCACGTGATGATCTTCATTGGCTTTGGTTTCTTGATGACCTTCCTA 
AAGAGATATGGCTTCAGCAGTGTGGGCATCAACCTGTTGCTGGCTGCCTTTGGCTTGCAG 
TGGGGTCTTCTCATCCAGAACGTCTGGCACATGCATGATGGAAAAATACCCGTCAGCATT 
TACAAAATGATTAATGCTGACTTCAGTACAGCAACGGTTCTCATCTCGTTTGGAGCGGTT 
TTGGGGAAAACCAGCCCTGTCCAGCTTCTCATCATGACCTTGTTGGAGATCACCATCTTC 
TGCATCAATGAGCATTTGGTTGTGGGAGTTCTTGGGGTTTCTGATGTTGGTGCCTCCATG 
ACCATCCATGCTTTTGGGGCTTACTTTGGATTATCTGTCGCTCGTGTTCTTTATCGTCCA 
GGTCTTCGGAACGGCCATGAGAATGATGGATCAGTCTATCACTCAGACATGTTTGCAATG 
ATCGGCACAGTCTACCTGTGGATGTTCTGGCCCAGCTTTAATTCTGCTATTGCTGAACCT 
GGTGATGCTCAGCTTAGAGCTGTTATCAACACATATTTCTCTCTGGCTGCTTGTGCTCTC 
GCTGCTTACGCTACCTCCAGTCTGGTGGAGAAGAAGGGGAAACTTGACATGGTTCACATT 
CAGAATGCCACGCTGGCTGGAGGTGTTGCAGTGGGTACATGCGCCGACATGAACATCCAG 
CCATTCGGAGCAATGCTGATCGGAACCATTGCAGGCATTATCTCCACCGTTGGCTTTAAG 
TTCCTCACTGTATGA 
>CFTR GENE: Cystic fibrosis transmembrane conductance regulator ORF type: complete 
len:1486 (+), score=315.60 TRINITY_DN51598_c0_g1: 261-4718(+) 
ATGCAGCGATCACCTGTGGAGGATGCCAGCTGCCTCTCGAGATACTTCTTTTGGTGGACA 
AACCCTATAATGAGAAAGGGGTTTAAGGAGAAATTGAGGACATCTGATGTGTATCAAGCT 
CCCAGTCAAGATGCAGCTGACATTCTTGCAGAGCGTTTGGAAAAGGAATGGGACAGAGAA 
GTTGCATCTGGAAAGAAAAAACCCAGTCTCCTGCGAGCCTTGGCAAGATGCTTCATTAGA 
CCTTTTCTGTTATTTGGCTTCCTCCTATATATAGGCGAGGCTACAAAAACAGTGCAGCCA 
CAGCTTTTAGGGCGGATCATTGCGTCATTCGACCCGGCCCATGAACCAGAGCGAGCCAAT 
GGTTACTTTCTTGCCTTTGGTCTTGGCTTGCTATTCACTGCCCGTTTTCTCCTGCTCCAG 
CCTGCCATGTTTGGGCTGCACCGCCTGGGCATGCAGATCAGAATTGCACTCTTTAGCATA 
ATCTATAAAAAGACCTTGAAACTTTCCAGCCGAGTCTTGGACAAGATCAGCACAGGTCAG 
CTTGTCAGTCTGATGTCAGCTAACCTGGGCAAATTTGACCAGAGCCTGGGTATGGCCCAT 
TTTGTATGGATATCGCCATTGCAATGCATTCTGTGTACAGGGCTTATCTGGGAACTCATT 
GATGTCAATAGCTTCTGTGCACTTGCTGCTATCTCTTTACTGGGTGTCTTGCAGGCCTTT 
CTCTCACATAAAATGGGTCCTTACAAAGCACAAAAGGTGATATTGACCAACAAACGATTG 
GCTCTGACCTCAGAGATCATGGAGAACCTGCATTCAGTGAAGGCCTACGGCTGGGAGGAG 
ATAATGGAGACCCTCATCAAGAACATCAGACAGGATGAGGTGAAGTTGACCAGGAAGATT 
GGCTCTTTGCGCTACTTCTACAGCTCTGCATACTTTTTCTCAGCCATCTTTGTGATTGTG 
GCCGCAGTGGTGCCGCATGCCCTCAGCCGCGGTATCAACCTGCGTCGCATCTTCACCACT 
CTCTCCTACTGTATGGTGCTGCGTATGACTGTCACCCGTCAACTGCCTGGCTCTATTCAG 
ATGTGGTACGACACTATGCGGCTTATTTGGAAGATTGAAGAATTTCTTAGTAAGGAAGAA 
TACAAGTTAATGGAGTACGATCTCAGCATCACAGATCTGGAACTTAAAGATGTGACTGCT 
TCTTGGGATGAGGGTCCTGGTGAACTTCTAGAAAGAATAAAACAGCAGAATAAAGCAAAT 
GGCCATCAAAATGGAGATGCAGGCCTCTTCTTCACCAACCTATATGTGACTCCTGTACTG 
AAGGACATCAGCTTGTACCTGAAGAAAGGAGAGATGTTGGCTGTTACTGGTTCTATGGGA 
TCTGGGAAGAGCTCATTGTTGATGACCATCCTCGGGGAGCTGGTTCCCTCCTCTGGGAAG 
ATCCGACACAGCGGCCGAATCTCCTACTCCTCCCAAACAGCCTGGATCATGCCTGGAACC 
ATCCGAGACAACATCCTTTTTGGCCTGACCTGTGATGAGTATCGTTACAAGAGCGTGGTC 
AAAGCATGCCAGCTCGAAGAGGATCTGGCTGCTCTTCCTGAGAAGGATAAGACACCTATG 
GCTGAGGGGGGTTTAAACTTGAGTGGGGGTCAGAAGGCACGTGTAGCTCTGGCCAGGGCT 



GTTTACAGAGATGCTGATGTTTACCTGCTTGACGCACCATTTACTCACCTGGATATTGCC 
ACAGAAAAAGAAATATTTGACAAATGTCTATGTAAGCTGATGGCCTCCAAGACACGCATC 
TTAGTAACAAATAAAATTGAGCATTTTAAACGGGCCGATAAGATCCTACTGCTCCACAAT 
GGTGAAAGTTTTTTCTATGGCACCTTCAATCATCTTCAATCGGAGCGGCCTGATTTTAGC 
TCTTTGCTTCTGGGTCTGGAGGCCTATGACAGTATCAGTGCAGAGCGCCGCTGCTCTATC 
CTTACGGAGACTCTCCACCGCGTCTCGGTGGATGAGAGCGCAGGTATGCGACCTGAACGC 
TCTGCTTATCGCCAGGTGGCTCCATCCATGCCCAAGTACATAGATGAGAGAAAAGCTTCA 
GTGATCGTCAACCCCCTTGGATCAGCTCGTAAGGCATCTTTTATTCAGGTAGCAGATGAA 
GAGGTTCGGAGGACATTGCCTGACCGAAAGTTCTCCCTGGTACCCGAGAACGAGCTAGTA 
GATGAATCCTTCATGGGAAGTGATGTGTACCATAACCACGGAGTACATATGGCTGGTCAG 
AGGAGGCAGTCGGTGTTAGCTTTCATGACCAATGCCCAAGGTCAGGGCCGTCGTGACCAC 
CTTCAGTCATCTTTCCGCAGACGGCTGTCCGTCGTGCCTCAGAGCGAACTGGCTTCTGAG 
CTGGACATCTACACTCGCCGCATGTCGGACAGCACGTATGACATCACTGGGGTCCTAGAA 
GAAGAGAACATTGAGGCATGTTTAGTTGATGAAATAGATGAAATAGAGGAGGTTTTTGAA 
ACGACAAAGTGGAACACATATGTCCGATATGTGTCAAATAATAAAAGTCTTCTTTATGTT 
CTGATCTTCATCCTCATTGTTGCTGCAGTTGAGGTTGCAGGATCTGTAGCAGGGATCTTT 
CTGATAACCGATGACCTTTGGAGAGAAGAGCATCAACGATTTGAGCCAAATATGTCAAAG 
TACTCCAACATGTCTTCATCTGGAAAAAACTATGCAGTCATTGTGACCCCCACAAGCAGC 
TATTACATTCTCTACATTTACGTGGCCACGTCAGAGAGCCTCCTCGCAATGGGATTTTTC 
CGGGGTCTTCCATTTGTGCACACTATGATCACAATCTCCAAGAAACTGCACCAGAAGATG 
CTGCATGCTGTTCTCAGTGCACCCATGTCTGTCCTCAATACTATGAAGACAGGCCGAATC 
ATGAATAGGTTCACCAAAGATATGGCCACAATAGATGATATGCTTCCTCTCCTCATGTTT 
GACTTTGTCCAGTTGACTTTGGTGGTGGTTGGATGTATTCTCGTGGTGTCCATCGTGCGG 
CCATACATATTCCTTGCGGCTACTCCCCTGGCTATTATTTTCATTGTGTTGAGGAAGTAC 
TTTCTCCGTACAGGTCAACAGCTTAAACAGCTAGAGACAGAAGCTCGGAGCCCCATTTTC 
TCCCACCTCATCATCTCACTGAAGGGTTTATGGACAATCAGGGCCTTTGAGCGGCAGGCT 
TACTTTGAGAACCGGTTCCACAAGACCCTCAACACCCACACCGCCACCTGGTTCCTCTAC 
CTGTCGACCCTACGGTGGTTTCTCTTCCGCGCCGACATCATCTTTGTGTTTTTTTTCACT 
TTGGCCGCCTGGATTGCGGTAGGAACCAACCAGGATAAACCGGGTGAGATTGGTATCATC 
ATATGCCTGGCAATGCTCATTCTAGGCACTTTCCAGTGGTGTGTCGCCACCAGCATTGCG 
GTAGATGGAATGATGCGTTCTGTTGACCGGGTGTTCAAGTTCATCGACCTACCGTCCGAG 
ACACCCAGACCAGGCAAAAGCAAAGGCACTGATCTGATTATCGAGAACACCGATGCACAG 
GCTGACTCAAGCTGGCCTAACTGCGGTCAGATCGATGTGCGGAATGTAATAGTCAAATAC 
ACAGAAGCAGGTCACGCTGTCCTTAAGAACCTCTCCTTCACTGTGGAGGGTGGACAGAGG 
GTGGGCATCTTGGGTCGAACAGGTTCTGGGAAGAGTTCTCTGTTCAATGCTCTTCTGAAG 
CTGGTTTACACAGATGGAGATATCTCCATTGACGGGGTCAACTGCAACAAAATGCCGCTT 
CAGAAGTGGAGGAAAGCCTTTGGCGTGGTGCCTCAGAAAGTCTTCATATTTACGGGGCCA 
TTCCGCATGAACCTAGATCCTTATGGCTGCCATAGTGATGAGGAGCTTTGGCGGGTCACA 
GAGGAGGTCGGTCTCAAGACACTGATTGAGCAGTTTCCAGACAAATTGGACTTCCAGCTG 
GAATACGGAGGTTATGTACTGAGTAATGGCCACAAACAACTCATATGTCTAGCTCGCTCC 
ATCCTCAGCAGAGCCCGCATCCTCCTCCTGGACGAACCTAGTGCTCATCTCGACCCAATA 
ACAATAAAGGTGTTAAAGAAGACACTGCGACAGTCTTTTTCCACATGCACTATATTACTG 
TCTGAGCACAAAGTGGAACCGCTGCTGGAGTGCCAGTCTTTCTTGATGATGGACAAGGGT 
CAGGTGAAGACCTACGATTCCATTCAGAAGCTGCTGAACGAGACCAGTCATCTAAAGCAG 



GCCATAAGTCCAGCCGAGCGCCTCAAACTCTTCCCTCGTCGGAATTCTAGCATGCGCACC 
CCTCAATCCAAACTAAGCTCTGTTACACAGACACTACAGGAGGAGGCAGAGGACAATATC 
CAAGACACTCGCCTCTGA 
>AQP11 GENE: Aquaporin-11 ORF type: complete len:276 (-), score=36.58 
TRINITY_DN4250_c0_g1:839-1666(-) 
ATGGCCGATCTCACCGTCTCTCTGTCCTTACTCGGGGGAATTATAGTTTTTAGCGAGCTG 
GCGCGAAGGACAGCTTCATATCTATTCCCAAACCGTAACTGGATCATCTATGTGCTGGAG 
TTAATTTCCACTTTTCAGTTGTGCGCTTGCACGCACGAGTTAAAGCTGCTAGCGGAGGTG 
GGCAGACTGGAGCCGCAGATCGGACTGACTCTCACGTACTTCATCTCGGTGATCCACATG 
CTTTCATTCCACGGTGCGATCTGTAACCCCACCGGCTCTCTGGAGCAGCTCTGCCGCGGG 
ACTCTCACGCGCAGATGCGCATTGACTCAGATCTCATGTCAGCTGATCGCGGCGCTGGTG 
GCACGGCTCGTGATGTCTCACCTATGGTCACTGGCGCTCTCTGACCTGCATGCACAGCAC 
ACACGGATGGCCTTTAAATGCACGAACAGCCCCATTAATGCCCCTCTGCTGCAGGCCGCC 
GCGGTGGAGATGAGCTGCGCGTTTGTGATGCACGCTGCGATATCTAACGTGGATAAAGTG 
GAGGAGAAATATCGGGTTCATGCAATAGCTGCTGTCATCACCACCTTAGTCTATGCGGGT 
GGACGTCTCACCGGAGCGGTGTTCAATCCTGCCCTGGCATTCTCAATACAGTTCCCCTGT 
CCTGGAAACACTTTTGCAGAGTACAGTTTTGTATACTGGATGGGACCAATACTAGGTATG 
ACAGGCTCTCTTTTTCTCTTTGACAAAGTCATCCCTGTCATTTCAGGAAAAAGCACAATT 
CCAAAGCACCTGAACTCTAATGGACTCAAGGAGAAAAAGATCAAGTGA 
>AQP3 GENE: Aquaporin-3 ORF type: complete len:156 (+), score=4.71 
TRINITY_DN9467_c0_g1: 248-715(+) 
ATGGGTTGGCAGAAGTCTATGCTGGATAAGCTTTCACAGACTTTCCACATCCGCAACCAG 
CTGCTGCGCCAGGGATTGGCTGAATGCTTGGGAACTCTCATCCTGGTGATGTTTGGCTGT 
GGTGCAGTGGCCCAAGTGAAACTAAGTGAAGGATCTCATGGACTATTTCTCACAGTAAAC 
CTTGCTTTTGGGTTTGCCGCTACCCTTGGAATCTTGGTTTGCGGCCAGGTGTCAGGCGGA 
CATTTAAATCCAGCAGTTACATTTGCTCTCTGCCTCTTGGGACGAGAAAAATGGAGAAAG 
TTCCCTGTGTACTTTATGTTCCAAACACTTGGATCCTTCTTGGGTGCCGCAATTATTTTT 
GCTGAATACCATGGTACGTTGCATAGTAATGTTCCTTCTTGTCAAAAGTGTATATCATGT 
TTCTCCTTTCTAACACTTTTCTTGTTGGTTTTATGTTTTGGCTTTTAG 
>AQP1 GENE: Aquaporin-1 ORF type: complete len:278 (+), score=18.30 
TRINITY_DN9406_c0_g3: 26-835(+) 
ATGGCACGAGAACTTAAAAGTTGGTCCTTTTGGCGGGCAGTATTGGCCGAGTTTGTTGGG 
ATGACCATTTTCATTTTTATTGGTATAGGTTCTGCCATTGGAAACAAGCATAACAAATAT 
CCTGACCAGGAGGTTAAAGTAGCTTTAGCTTTTGGTCTGGCGATTGCCACACTGGCTCAG 
AGTTTGGGGCATATCAGTGGAGCCCACTTGAACCCAGCGATTACTGTAGGACTTTTGGTT 
AGCTGTCAGATCAGTTTCTTTAGGGCCTTCATGTATATCGTTGCCCAGATGTTCGGAGCT 
GTGGTGGCTAGTGGCATTATGTTCAAAGTTAGTCCTGACCCTGAAACAACACTGGGACTC 
AATATGCTGAGTAACGGTGTGACAGTGGGACAGGGATTTGCCATTGAGCTTTTTGCAACA 
TTTCAGCTGGTACTCTGTGTCTTGGCCGTAACAGATAAACATCGGACTGATGTTACAGGC 
TCTGCACCCCTAGCCATTGGACTATCAGTTGGTTTAGGGCACCTGGTAGCAATCAGTTAC 
ACTGGGTGCGGCATCAACCCTGCTCGATCTTTTGGACCAGCCGTTATTCTTGAATCCTTT 
AAAAACCACTGGGTATACTGGGTTGCACCCTTGATTGGCGGGGTGGCTGCTGCTGTTGTG 
TATGACTTCTTGCTCTACCCAAAAAGGGAAGCGTTTGGCAAGCGACTGAATGTTCTAAAG 
GGTACAGCTGATCCGGACCCCTCGGAGACAGAAGCCCTAATCGAACCCCGAACCCCCAGA 



TCTGGTTCTGGTCAGTGGCCCAGGCCCTGA 
>NHE9B2 GENE: sodium/hydrogen exchanger 9B2 ORF type: complete len:558 (+), 
score=118.86 TRINITY_DN30526_c1_g1: 134-1807(+) 
ATGGAGGATGCCCAGTCCAGACCCCATTCAGTTCACTCCACATACTCACAGAGGACTGAG 
GATGCAGCCTCCGCTTTGGGAAATCATGCTGAACATCACCTTACTGTCAGTCAGGCAGTC 
CTTGTGGTTCCGAAGCGCTCAGAGAGCCCCATTCTGAGTATGACTGAGGAGACTATCTAT 
GTCCCACGACCGGTGTCTTCAGTTGACGCTTACACCAACACAGACCCTCCTTACGAATGC 
TGCCCTTGGCTGCGCAGACTATGCCCGTGCCCACCCAGAGGCCTGCTGGCTGCAATTATC 
ACCAAAGTGACCATGGCTGCAGTGCTCTTTGGGGTGGTGTGGTCCATTACAGAGAAGGAA 
TGCCTCCCGGGCGGGAACCTCTTTGGCATTGTGACCTTGTTTATTTGTTCCGTAGCCGGG 
GGAAAGCTGTTTGGACGCATACACTTGCCGAATTTGCCACCTTTACCTCCCCTTCTTGGC 
ATGCTGCTGGCAGGATTTATCCTTAGAAACATCCCTGTGGTGACCGATGCAGTTTACATT 
GATGTTAGATGGTCCGCTTCTCTGAGGAACATCGCCCTGGGTGTCATTCTGGTCAAGGCC 
GGGTTGCAATTAGACGGCAAGGCTCTGAAGAAGCTGAAAGCTGTGTGTTTGCGTTTGTCC 
ATGTTTCCTCTCACCTGCGAGGCAACCACTATGGCTGTGGTTTCCTATTTATTACTGGGT 
CTCCCATGGGTCTGGGGCTTTATTTTAGGGTTTGTTCTCGGGGCTGTTTCTCCTGCGGTT 
GTGGTTCCATCCATGCTGCTTCTGCATAAGGAAGGGTACGGTTTAGAGCAGGGTATACCT 
ACTCTTCTCATGGCAGCATGCAGCATTGATGACATCATTGCCATTACCTGCTTCACCACC 
TGCCTGGGCATTGCTTTTGCCACAGGTGCCGTGTGGTTGAATGTGCTGAGAGGACCACTG 
GAGGTGTTAGGTGGTGCGGTCACTGGTGTGGCCTTAGGGTACTTTCTACATTACTTCCCC 
AGCAGAGACCAGGGAAATCTTGCGCTGAAACGATCGTTTCTGGTGTTGGGGCTGTCAGTG 
TTTGCTTTGTTTGGCAGTAATGTGGCCGGGATTCCTGGCGCAGGAGGTCTTTGTACGCTG 
GTGTTGGCTTTTGTGGCTGGAATAGGCTGGGGAAAAAATAAGGCACCAGTGGAGGAGGTG 
GTGGAAAGGTTTTGGCATGTGTTCCAGCCTCTTCTCTTTGGTCTCATCGGCGCTGAGATT 
GTTATTAGTTCTTTGGAGGTCACGACTGTGTTCCTGGGTATTGCAGCTCTGCTCATTGCA 
CTCACGGTACGGCTGCTCATCACTTTTGTTGCGGTACTGAGAGCGGGCTTTAACCTGAAA 
GAGAAAGTCTTTATCGCTCTAGCCTGGATGCCAAAAGCCACAGTACAGGCTGCCATAGGC 
TCTACAGCTCTAGACATGGCACGCTCCAAGAATGACCTTGAGCTGCAGAAGTACGGCATG 
GATGTCCTCACTGTGGCTGTGTTGTCCATTCTCATCACCGCTCCTATTGGAGCGCTCATC 
ATCAGCCTGCTTGGCCCTCGACTCCTGCAGAAACCAAAGAACCCTGAGTGGGCTGTCAGC 
CAAGGTGCTTTGTCTGCATCAGGGACACCGGTGACGTATGAAAGTGCCCTGTGA 
>NHE2 GENE: Sodium/hydrogen exchanger 2 ORF type: 3prime_partial len:489 (+), 
score=69.79 TRINITY_DN20285_c0_g1:64-1527(+) 
ATGGTGCTTAATTTTGATGTAAAGAGGCATCTCAACTTTTTGATTTTGTGCGTATTTTTT 
CTGTCTGGATTCGCAGTTACTTATAAACCGTCTACCTCTCCATCTAAACTTCCCCCTTGG 
AAAACGATGGGTGAGACTGCTGACCCGGACCCGGACGAAACAACCCAAACGCTTTTTACA 
CTGAACTACCCCCGTATTCAGATCCCGTTTGAGATTGCTTTATGGGTGCTGCTTGCTTCC 
TTTGCCAAAATAGGTTTTCATGTCTACCATAAGATCACGGTCTGGGTGCCAGAATCCTGT 
TTGCTGATCTCCATTGGTCTCATAGTGGGGGGCATCATGCACTCGGTGCACGAGGAGCCA 
CCGGCAGTGCTCACCTCCAACGCCTTTTTCCTTTACATGTTGCCACCCATTGTTCTAGAC 
TCAGGCTACTTCATACCCACTCGGCCTTTTTTTGAGAATATTGGCACGGTGCTGTGGTTT 
GCTGTGGTTGGCACCTTGTGGAATTCCATTGGCATTGGCATCTCCTTGTTTGCCATCTGC 
CAGATCGAGGCTTTTGGTGTGCAGGACATCAGCCTGCAGGAGAACCTCCTATTTGCCTCC 
ATCATCTCAGCCGTAGAACCGGTTGCTGTGCTCACTGTGTTTGAGGACATCGGCATCCAC 



GAGCAGCTCTATATTGTTGTATTTGGAGAGTGCCTGTTCAATGATGCTGTCACTGTGGTG 
CTCTATAATCTTTTCAATCATGTAGCAGTGACGCCTGTGGTTGAAGCTGGAGAAGTTTTT 
CTGGACATTGGTAATTTTTTTGTGGTGGGTTTGGGCGGTGTGCTTTTAGGCCTACTGTTT 
GGCTTTGTGGCAGCCTTCACCACACGCTTTACTGGAAAAGTGAGAGAGATCGAGCCTCTA 
ATCATCTTCCTGTACAGTTACCTGGCCTACCTCTTAGCTGAGCTCTTTGCCATCTCCAGC 
ATCATGGCTATTGTCATCTGTGCTTTGACTATGAAGTATTACGTGGAGGAGAATGTATCC 
CAGCGTTCCTGCACCACTATTCGCCATGTCATTAAGATGGTTGGAAGTGTGTCAGAAACT 
CTGATCTTTTTCTTCTTGGGTGTTGTTACCGTAACAACAGAGCATGAGTGGAACTGGGGT 
TATATCCTCTTTACTCTGCTATTTGCTCTACTTTGGAGAGGCCTGGGAATCCTGGTCCTA 
ACGCAGATCATTAACCCCTTCCGCACGATTCCTTTCAGCTTTAAAGATCAGTTTGGTTTG 
GCCTATGGTGGGCTGAGAGGAGCCGTGTCATTTGCCTTGGCCTTCACTCTCCCTGAGAGC 
ATTGGTCACAAAAAGCTATTCATCACAGGCACAATTGTCATCATCATCTTCACAGTGTTC 
ATTCAGGTACCTTGGGGGGATAGTTCACTTTGGGATGGAATTTTGATGTGTTTTGGCTTG 
CCTCATGGGCGTCCGAGATGTTGG 
>CA4 GENE: Carbonic anhydrase 4 ORF type: complete len:319 (+), score=53.99 
TRINITY_DN182_c1_g1:2761-3717(+) 
ATGATTGTCTTGCTGGTAACTTGCCTTGCTGCCCTTCTTTGGCCATCCGTCCACAGCGCG 
GACTCTACAGTGGCATGGTGTTATCACAAGCCAACATGCAATTTTACCACCTGGCCCCAA 
ATTACTCCACAATCCTGCAATGGATCCAGGCAATCTCCAATTAATATTGTGACTGCAAGT 
GTTCAGGAAAATCCAAACCTGACCTCATTTAACTTCACTGGTTTTGATGACAACTCCACC 
TTCATATCAATCGCTAACTTGGGCGACTCTGTGGTGGTCAACCTGGATGATGCTAACATG 
GCAGTGCAAGGAGGTGATCTTCCAGGTCTGTACAACACTACACAATTCCATCTCCACTGG 
GGTAACGGCAGCTCCTCACCTGGCTCCGAACACACTGTGGATGGCAAACAATACCCAATT 
GAGCTGCACATTGTGAATGTCCATTCAAAATACAACGGGAGTGTGGGAGCTGCTCTAGCT 
GCTAATGACAGCACAGGATTGGCTGTTCTTGGTTTCTTTATTGAGGCAACCAGTGAACCA 
AACAAGACAAAAAGTTGGGATATCCTAACATCCTTTTTGACACTCATCTCTAAATCAGGG 
GATACAACCACAGACATCATGAATCAAATCACACTGGACAGTCTGCTTGAAGGGGTGGAC 
AGGACTAAATATTATCGTTACCAAGGCTCCCTAACCACACCCACCTGCAATGAAGCTGTG 
ATTTGGACTGTGTTCAAAGATCCTATCAAAGTCAGCCAGGAATTTATCAACCGCTTCAGC 
ACAACTACCTATTTCAAAGCTAGCGCTTCAGTTCCGGTGACCAACAACTTCAGAGGAGTT 
CAGCCCTTGAATGGCAGAGTTGTGACATCACAGGTGAAAAATTCCTCAGCCACTTCATCT 
GCAGCCACATCCACTTTATCCATCATCGTAATTTTTCTCTTATCAACTTTGTTTTAG 
>CA2 GENE: Carbonic anhydrase 2 ORF type: complete len:261 (+), score=51.50 
TRINITY_DN4375_c0_g1:  407-1189(+) 
ATGTCTCACGATTGGGGATACGCAGACCATAACGGACCTCATAAATGGTGTGAAACGTTC 
CCCATTGCTAATGGATCTCGCCAGTCTCCAATAGACATTCAAACCAGTGGAGCGTCTTAT 
GATGAAAAACTGAAGCCGCTTAAACTGCAGTACCACCCCAGCACTTCTCTGGACATCGTG 
AACAGCGGACACTCTTTCCAAGTGAACTTCGCCGATGATAACGACAGCTCAACTCTGACA 
GGAGGCCCGATCTCAGGCAAATACAGACTCAAACAGTTCCACTTCCACTGGGGAGCCAGT 
GACGACAAAGGCTCCGAGCACACGGTCAATGGGAAATGCTACCCAGCCGAGCTCCATCTG 
GTCCACTGGAACACAAAATATCCCAGCTTTAAGGATGCAGTCGATAAGCCTGATGGTCTT 
GCTGTGGTCGGAGTTTTTCTGGAGATCGGTGAAGACAATCCTAAGCTTCAGAAGGTTCTG 
GATGCTCTGGATACTATCAAGTGCAAGGGAAGCCAAAATCCATTCACAAACTTTGACCCA 
ACCACCCTTCTCCCGAAATCTCTGGATTACTGGACGTACCTGGGGTCTCTGACCACCCCT 



CCTCTGCACGAGAGCGTCACATGGATCGTCTGCAAGCACACGATCAGCGTCAGCTCGGCG 
CAGATGAAAAAATTCCGATCTCTGCTTTTTACCGCAGAGAAAGAGAAGGCCTGCTGCATG 
GTGAATAACTATCGCCCCCCTCAGCCCCTTAAAGATCGTAAGGTCTGTGCATCTTTCAAG 
TGA 
>ANO1-X2 GENE: anoctamin-1 isoform X2 ORF type: complete len:432 (+), score=107.91 
TRINITY_DN20895_c0_g1: 115-1296(+) 
ATGGGGATCACGAGTCTGCTTGGGAGCGGCGTTTATCTGGCAGCGTATCCACTTCATGAT 
GGAGATGTTGAAGGGGAAAACGCTGAGCCAAATGACAGGAAGCTGCTGTATGAAGAGTGG 
GCCAGCTACAGCGTCTTCTATAAGTACCAGCCCATCGGCCTGGTCAGGAAGTACTTCGGG 
GAGAAGATCGGCCTCTACTTCGCTTGGCTTGGGGTTTATACCCAGATGCTGATCCCTGCT 
TCCTTAGTCGGCGTATTTGTGTTCCTCTATGGATGTGTTACTGTTGATGACGACATTCCC 
AGTATGGAGATCTGTGACCAGCGGAAGAACATCACCATGTGTCCGCTGTGTGACCGCGTG 
TGCAGCTACTGGAACCTGAGCACCGCGTGCGGGACGGCCCGCGCCAGCCATCTGTTCGAT 
AACCCCGCCACCGTCTTCTTCTCCATCTTCATGGCACTGTGGGCGGCGTTCTTCATGGAG 
CACTGGAAGAGGAGACAGATGCGTCTCAACTATGAGTGGGATCTCACAGGCTTCGAGGAC 
GAGGAGGAAGCACTGAAGGATCACCCGCGAGCCGAATATGAGTTCAGAGTGATGCAGAAA 
TCTCTGAGGAAGGATCACCAGTCCCAGAAGCCAGAGAAAGAGAAGCTGACATGTAAAGAC 
CGCTTCCCCGCGTACATGACAAACCTCATCATGATGCTCTTAATGATCGGTGTGACGTTT 
GCTATTGTGTTCGGTGTGATATTATACCGGATCTCCACCAAAGCCGCTCTGGCTATGAGC 
TCGAACCCCATGACCCGCTCCAACGTCAGGCTGACGGTTAAGACCACAGCGGCCATCATC 
AACCTGGTGGTCATCCTCATCCTGGATGAAGTGTACGGGGCCGTGGCACGCTGGCTCACC 
GTCCTCGAGGTTCCTAAAACAGACAAGAGCTTTGAAGAAAGGTTGATCTTCAAAACCTTC 
ATCCTGAAGTTCGTGAATGCGTTCACTCCCATCATATACATCGCATTTTTCAGAGGCAGA 
CTCGGCGGGCGTCCAGGCAGTTATCTCTACGTGTTTGAGTCCTATCGCATGGAGGAGTGC 
GCTCACGGCGGCTGCCTCATGGAGCTCTGCATTCAGCTCAGCATCACGATGCTGGGAAAA 
CAGCTCATCCAGAACAACCTGTTTGAGATCGGCGTGCCGTGA 
>ANO5B-X2 GENE: anoctamin-5b isoform X2 ORF type: complete len:916 (-), score=219.71 
TRINITY_DN16676_c0_g1:474-3221(-) 
ATGAAGAGGATAACGGGGAAGACGAAAGAAGCTACTTTAATAGAAATGTCCAACACTCTG 
GATTCTCAGATTGAAGGTAATAATGGCAGCATTAACTCAATCTCTGACAGAGGGACACCG 
CTGCCTGGTCACCGGGAGAGAGACAAGTTTGAGCAGAACAGGGACTCTGTGTACTTCAAG 
GATGGTGTACGGCGCATCGATTTCGTCCTCTCCTATGTTGACGACAAGGATGGAGACAAA 
AAAGCGGAAAGGAGAAGAGAGTTTGAAGCCAATCTGGAGAAGTCTGGTCTTGAGCTGGAG 
ACTGAGGATAAATCGGAGTCAGATGATCGTAAGACGTATTATCTGAAGATCCATGCACCA 
TGGGAGGTGTTGGCCACCTATGCGGATGTGCTAAAGATAAAAGTGCCCTTTAAAGCGAGC 
GATATTCCCAAAGCTCGAGAAGTTCCTCTGGAGTGGCTCACCCACCCTTTTCGGCTGCCA 
GATAACATCATGAGGCCCGAGCCGGACTACTTCACTGCACCTTTTGACAAGAGCAAGGTT 
GACTTCTTCCTCATTGATGATAAGGACACGTTTTTTCCTCCCTCCACACGCAACAGGATT 
GTGTACTACATCCTGACCCGCTGCCCTTACTACAAGGAAGACCGTAAAGAGAAAGATAAG 
ACGGGAATTAAACGACTGCTGAACAATGGCACCTACACCTCAGCTTATCCCCTTCATGAT 
TGTCGATATTGGAAGAAAGCACAAGACATGCAGTGTGAGAGTGAAAGGTATCACCTGTAT 
AGGCACTGGGCTCGATTCCTCTGCTTCTACAAGGAGCAGCCCCTCAATCTGATCAAGAAG 
TATTATGGTGAGAAGATTGGTATCTACTTTGCCTGGCTGGGCTTTTACACAGAAATGCTG 
TTTTTTGCGGCAGTCATGGGTGTGATCTGTTTTGTTTATGGCGTGCTCAGTTACGATGAC 



AATGTCACAAGTAAGGAAATCTGTGACCCAAAAATTGGAGGGATGATTGTCATGTGTCCA 
CTTTGTGATAGAAAGTGTAGCTACTGGAAACTCAACTCAACATGTCTGTCATCCTGGCAA 
TCCCATCTTTTTGATAACGAGGGGACTGTGTTCTTTGCCATGTTCATGGGCATTTGGGTG 
ACCCTGTTCCTCGAGTTCTGGAAACGGCGGCAGGCCCGTCTGGAATATGAGTGGGACCTT 
GTGGACTTTGAGGAGGAACAGCAGCAGCTACAGATCAGGCCAGAGTATGAGCTGAAGTGC 
ACAGGCCGCAGACTCAACCGCTTCACGCAGGAAATGGAGCCTTATCTATCTTTCCCCAGC 
AAGTGTGCTCGATTCTGCCTGTCTGGAGCAACTGTTCTCTTCTGGACGTTTCTGATAGTG 
GCCTGTATAATGGGGGTGATCGCTTACAGATTAGCGGTTTATGCAGCATTCGCCAGCGTC 
ATGAAGGACAGCCCCACCAGTAAGATTCAGCTGGTGGGCTCTCTCATCACCCCTCAACTT 
GCCACCTCTGTCACTGCTTCCTGCATCAACTTTGTCATTATCCTGATCCTCAACTTCCTC 
TATGAGCAAGTGGCCATCTGGATCACTGATATGGAGATCCCCAAGACCCATCTGGAGTAT 
GAGAACAAGCTGACCATGAAGATGTTTATGTTCCAGTTTGTGAACTACTACTCTTCCTGT 
TTCTATGTGGCCTTCTTTAAAGGGAAGTTTGTTGGTCATCCGGGAAACTACAGTTATATG 
TTTGGAAAGTGGACCTCTCTGAGAAATGAAGAGTGTGCCCCCGGGGGCTGTCTGATTGAG 
CTGACCACACAGCTGCTCATCGTCATGGCTGGAAAACAGATGGTTGGGAACGTCCAGGAG 
GCTCTGCTGCCACTTCTCAGAAACTGGTGGGGCAGCAGGAAAGGGCGGAGTCATCCAGAA 
AATACATATAGTAGATGGGAGCAGGACCACGATCTGCAGAACTTTAGCCAGTTTGGACTC 
TTCTATGAGTATCTGGAGATGGTGATCCAGTTTGGCTTCATAACACTCTTCGTAGCCTCT 
TTCCCACTGGCCCCTCTTCTCGCCCTCTTCAACAACATCTTGGAGGTGCGAGTCGATGCT 
TGGAAGTTTACCACTCAGTTCAGAAGACCAGTGGCAGCAAAGGCACGCAACATTGGAGCG 
TGGGAAGAGATCCTTAATGTTGTGGCCATCTTGTCCGTTGTCACAAATGCCTTCATCATG 
GCATTCACCTCAGATATGATTCCTCGTCTGGTCTATCTGTATGCCTACCACCAAGGCAAC 
AATGCCTCTATGAGCGGTTACATCACCAACAGCCTTTCCTTTTACAACATCTCTCAGATC 
CCTGTAGATAACCTACCCGAACCTGGAGAAAACCCATCCTGGTTCAACAGCTCTACCATC 
ATTACATGCAGCTATCGAGACTACAGATACCCACCTGGCCATGAAAAGCAATACACACAT 
ACAATGCAGTTCTGGCACATCTTGGCTGCTAAGCTAGCCTTCATCATCATCATGGAACAC 
GTTGTATTTGTGGTGAAATTCTTTGTGGCATGGGTGATTCCAGATGTGCCATCAGACGTG 
AAAGCACGTATAAAGCGGGAGCGCTTTCTGGTTCAGGAATACCTTCACAACTACGAGGTG 
GAGAAACTCAAGATGCAGCTGAGCCAGAGTTTCTGCCTGTCCACCGAAACGGCCTCACTG 
CTGCCCTCTAGTCCTAGTAAACACCAGGTGCATTCTGAATGTATTTGA 
>ANO6 GENE: anoctamin-6 ORF type: 5prime_partial len:982 (-), score=201.40 
TRINITY_DN237_c0_g1:449-3394(-) 
GAACATATACCCCTTCTAAAACCTTCTTCCGACCCCACCTACGCCCAGTCTCAGCGAGCT 
CGGACCGGTAGGGGAACTTCATGCCTTCTGTTTTCACACTCTGATTTTTCCCGGTCGTGT 
TTTTGTATCGAATCTGTGCTGTACACACTCGTATTATTATTATTACCCGTTACATGTTGC 
GTTGCTCTCTCAAGTGTTGTAAGAATGAGTGAAGCAGAAGATGACATTAATGAGCTGGAC 
TCAGAAACGGAGAACGGAGACGTGGAGATGTGTTTAATGTCTGAAGTGGATTATTCTGAA 
CAGGCGCCAACGTACAAATCTAGACCAGGTGGGGAAGCTGTGCCGAAAGTCAAACAGGTT 
GAGTTCAATGATAACCCAGACTCGCTGTTTTTCAACGATGGAAAGAGAAGGATTGACCTT 
GTTTTGGTCTATGAGGACGAGTCTAAACATGCATCAGACAAAAAAGGCTCAATTTTTAGG 
AGAAAACAAAGACGACGAGAGGTTTTTGAAGGAAGCCTGATGGATTTTGGTGTGGAATTG 
GAGGCGACACAATCCGTGATCGATGAGAAACTTTTCTATGTGAAACTGCACATGCCTTTT 
GACACGCTGTGTTCGTATGCTGAACTCCTGCATATCCGACTGCCCATAAAGCCCAATGAT 
CTGGCCACACAATCATCCACGTACAACTGCTTCACCAAATACTTCTACCCCAGCGAGGAT 



GTCATCCCCAAAGAGACGAGCTTCTTCACCGCCCCCTTCAAGAAGGATCAGCTCAACAGT 
TTTTATGTGAAGGACCAAGAGCAGTTTTTCACGCCAGCCATGAGGAGCCGAATGGCATAT 
TACGTCCTCAACCGAGCACCTTATGATGTCAAAGGAAGCATGAAGAAGTACGGCTTCTCC 
AAACTGATGAACGGAGGCGTGTACAAAGATGCGTATCCATTACACGATTGCAGATTCAAT 
GTGAAATCTAAAGAGCCCAAATGTCCCAATGAACGATTTCTGCTTTACAACGAGTGGGCG 
AATCCCAAGAGCTTCTACAAGATGCAGCCGCTGAACCTCATCAGGAAGTATTTCGGTGAG 
AAGATCAGCATTTATTTTGCCTGGTTGGGTTTCTACACATTCATGCTGTTCCTCGCTGCT 
GCAGTCGGCCTCGGCTGTTTCATTTACGGATACTCAAACAGAGAGAGCAGCACATGGAGC 
AAAGAGGTGTGCGACCCTCTGATTGGTGGACAAATTGTCATGTGCCCGCAGTGTGATAAA 
GACTGTCCATACTGGAGGCTGAACATCACGTGCGAGTCGTCTAAAAGACTGTGTGTATTT 
GATAACTATGGGACATTAGTGTTTGCTGTTTTTATGTCTGTTTGGGTAACACTGTTTTTG 
GAGTTCTGGAAGCGATACCAGGCCGTCCTGGAGCACGATTGGGACACGGTGGAGTTTCTT 
CAGCAGGAGGAACAGCCACGGCCCGAATACGAGGCCAGATGCACTCATGAAAGAATAAAC 
CCTGTCACGCAGTCTAAAGAGAGGGTGCCGTACAGCGCCTGTGGGAAGTGCATGAGAATG 
TCATGTGGCATTGGCACTGTTTTATTCTGGATTCTGTTGATCATAGCATCAGTGGTCGGG 
GTGATCGTGTATCGTTTGGCGATGTTTATCGTTTTCTCTTCGAGGCTGCGCTCGGATTGG 
AAGAATCGCAAAGAGCTGGAGCCGTTTAAAGAGTACGTCACCCCTCAGATGGCCACTTCC 
ATCACAGCCTCCATCATCAGCTTCATCGTCATCATGATTCTCAACAACGTCTACGAAAAA 
GTGGCCATCTGGATCACAGATTTCGAGCTGCCGCGCACCAAGACGGAGTACGAGAACAGC 
CTGACGCTGAAGATGTTCCTCTTTCAGTTCGTGAACTATTACTCGTCCTGTTTCTACATC 
GCTTTCTTCAAGGGAAAGGTGGTGGGCTATCCGGGACAGCCCGTCTACTGGTTTGGGGCG 
TACCGCAATGAGGAGTGTGATCCTGGCGGCTGCCTGACTGAGCTGACCACACAGCTGTCG 
ATCATCATGACCGGAAAGGCCGTCTGGAACAACATACAGGAAGTCCTTCTGCCGTGGGTG 
AAGAATCTGATATTTCGTCATTGCACCCAGGTGGGTTCAGAAAAGGTGATTCCCCGCTGG 
GAACAGGACTATCAGCTCCAGCCAATAGGAAAGCTCGGCCTGTTTTATGAGTACCTGGAG 
ATGGTGATCCAGTTCGGTTTTGTGACGCTGTTTGTGGCGTCTTTCCCTTTGGCTCCTCTC 
CTGGCGCTGATCAACAATATGTTTGAAATCCGTGTGGATGCCTGGAAAATCACCACTCAG 
TTCCGGCGGATCGTTCCGGAAAAGGCCCAGGATATCGGAGCCTGGCAGCCCATCCTACAG 
GGCGTGGCGATTCTAGCAGTGGCCACCAATGCTGCCATCATTGCCTTCACTTCGGACATG 
ATTCCTCGGCTGGTTTATTACTGGGCGTTTTCTGTGAGCCCTTATGCAGACAGCTCAAAC 
CACACCATGGCGGGCTTCATCAACTCCTCACTGTCTGTGTTCAACACTGAAGACTTCAGT 
GAGACGAGCAGACCAGATGCCACAGTGTCCTGGTCCAACATCACCACATGCCGGTATCGG 
GATTTCAGGTATCCTCCCGGTCATCATAATCAATATGAGTTCAGCAAATATTATTGGCAC 
GTCATTGCTGCCAAACTGGCTTTTATGATTGTGGTTGAGCACATCGTTTATTTCACGAAG 
TTCATGCTGTCCTACATGATCCCGGATGTGCCGGAGGCGCTGAAAGAGCAGATTAAACGG 
GAGCGCTACCTGACGCAGGTCATCCTGCACGAGACCAACATTAAGCAGTTTAAGGAGCTC 
ATGAAGCCTGTGGCGGACACTCTTCAGGACCAGGTTGAAGAGCCGGAGCTGGACCTGAAG 
TTCTGA 
>ANO8 GENE: anoctamin-8 ORF type: complete len:669 (-), score=102.92 
TRINITY_DN1428_c2_g1: 1744-3750(-) 
ATGTCCTCGGCGGTATTAGAAAAATTGCTCAGAGGTCGTCTCTTTCATGCCAGGCAGTAC 
CTCATGGGGCATAAATCTACCATCACAATGGCACCCGCTGAAAACTGTGATATTCTTATG 
ACATTCCCAGACACCACAGATGACCATACGCTGTTATGGTTACTGAACCAAATCCGGTTG 
GGAATTCCACAAATTAGAATTCAGATCCGACAGCATAAATACACTCATACCTATGCATTC 



TTCATTGCCTCAACCTTTGAAAACTTGTTGCGTGGTGCTGAACAGATGGGGATGCAAAAG 
GCAGTGAAGCCACGATATGGAGGCGGAACTCGCAGGTTTTCGTGTGAGGAGGATGACATC 
TATGAAAACATTGAGAGTGAGCTGTGTTTCTTCACATCACAGGAACGTCAGAGTATTATC 
AAATATTGGTTGGATAATCTGCGGGCCAAACAGGGTGATGCCCTTCATAATATTCACTTC 
CTGGCGGGTCAACCAATCATACCAGAGCTTATAGCCAGGGGAGTGATCCTTCAAATGTTT 
CCACTTCATGAGCAGAGAATCCTAAACCAGTTGATGACATCCTGGGTTCAGGCAGTCTGT 
GAGAGGCAACCTCTTGATGATGTGTGTGATTATTTTGGTGTGAAGATCGGCATGTACTTT 
GCTTGGCTGGGCTTTTACACCAACTCTATGCTGTATCCAGCAGTGATTGGCTTTCTGCTC 
TGGATCTTTGCTGAGTCGGATCAGACAAGTCAGGATATCTGCTGTGTAGTATTCGCCCTT 
TTCAATGTGGTGTGGGCAACACTGTTCCTGGAGAGATGGAAGCGGCGGGAAGCTGAACTG 
GCATACAAGTGGGGAACGCTGGATACCCCCGCAGAGTCACTAGAGGAACCACGTCCACAG 
TTTCGGGGAATTAAGCGTTGCAGTCCAGTGACAGGCTGTGAGGAGTTTTTCTACCCACCC 
TGGAAGAGGACAATGTTCCGCTGGTTGGTCAGCTTTCCCATCTGCATCCTCTGTCTCTGT 
TTCGTCTGCCTGGCCATGTTTATCTGCCTGGAACTTCAAGAATTTGTCATGGAAACAAAA 
GAGTTGCCAAGCATATGTAGATTTATTCCAAAAATTCTTCTGGCTATAACTGTTACTGTA 
TGTGATGAAGTGTACAAGAAAATAGCTCTCTGGCTCAATGATATGGAAAATTACAGACTT 
CAAAGCACTTATGACAATAATCTCATCCTCAAGACTGTTTTTTTTCAGTTCATAAATTCT 
TACCTCAGCCTTTTCTACATCGGATTTTATCTCAAAGACATGGACCGTTTAAAAGAGATG 
CTGGCTACATTATTGATCTTCCGCCAATTTCTACAAAATATCAAAGAAGTGTTACAGCCA 
TATCTCTACGAGCACCATAAATTAGGTGCTCTGAGGACGTTATGGGACTTGATTCAAACC 
ATGCTCCTGAACTATAGTCATTTGATAGTGAAAAGGATACGATTGACTTGCCAATCCAGT 
CTGGACATGAATAAAATTGACACACCTCCAGAGCAATCAGAGAAGAGAGAGAGGAGAAGT 
TTAATCGGCAGCTACAGAGTTCCTAAAACAGAGGAAGCAGATGAAGATGCTTGTCTGAAG 
CAAAGGAAGGTCAGCTTCACCGAGAAGGTGGAATACAAAGACAAGGTTGAGGAAGCGCCA 
ACACAGGCCAGCTTACAGGACGATGACAGTCCTACCCTTGTGGAGGAAGGAATGGATTCA 
TCCTTAATATTTGATATACGTGACGATGATGATGAGGATGATGAGGATAATGATGACAGA 
GAAATTGATGATTCTGTGAGTAAACCCCTAGGACCCCAGAGAAGAAAGACAAAATCTGCT 
CAGGACAACAACAGTACGGAAAAGAAAATGTCCTGGATGGACCCTCCAGAGGAGGATAAA 
TCTACCGTTTTGAGCCAACCGGAAATTGAAAGTTGCATGCTAATTTATGAGGTCTGTGCC 
TGTCCACATTTTTCATCAGTCAGCTGA 
>ANO5-X1 GENE: anoctamin-5 isoform X1 ORF type: complete len:916 (-), score=221.15 
TRINITY_DN553_c4_g1:1012-3759(-) 
ATGAATCGAGGATCGGGAAAGTCGAGCGGGGAGACGCTGATAGAAATGGACCGAACCGCT 
TGGTCCAGCGGCGAAGAAAACAATGGCTTCCATTCCAGTTCTTTTTCGGATAAGGAGTCG 
TTTCAACTTGAAAATGCTGCGGTGGATAAGCAGCAGCAGAGCAAGGATTCTGTTTACTTC 
AGAGATGGCCTACGCAGGATAGACTTCGTTCTGTCGTACATCGATGACAAGGATGGAGAA 
AAGAAGCAGGATCGAAGGAAGGAGTTTGAGGCTAACTTACAGAAAGCCGGACTTAACCTG 
GAGACTGAGGACAAATCTGAGTCGGAAGATGGAAAGACATACTTCCTTAAGATCCACGTG 
CCATGGGAAGTGCTGGCAACATATGCAGACGTTCTGAAAATCAAAGTGCCTTTTAAAGCC 
AATGATATTCCACCTAAAAAAGAAGTGCCCATGAGCTGGCTGTTTACGCCCTACCGTCTG 
CCCGATCATGTGATGAATCCCGAGCCGGATTACTTCACATACACGTTTGACAAGAGCAAG 
ATCGACTTCTTCCTCATCGAGGATAAAGAAACCTTCTTTCCTCCGTCCACGAGGAACAGG 
ATTGTATATTACATCCTTTCCCGAATTCCATACAGTAAAGAAGACAAGGAAAAGAAGGGC 
ATTAAGAGACTTCTGAACAACGGGACCTACACCTCTGCCTTCCCTCTGCATGACTGTAGG 



TACTGGACCAGGTCTCCGGATGATAACTGTGAGAGCGAACGCTATTCCCTGTATAAACAC 
TGGGCCCGTTTCAGCTGCTTTTACAAGGAGCAGCCGCTCAACCTCATACGGAAGTACTAT 
GGAGAGAAGATCGGCATCTACTTCGCTTGGCTGGGTTTCTACACCGAGATGCTGTCTTAC 
GCCGCAGTGGTTGGTCTCCTCTGTTTCATCTATGGTGTGGCCACCTTTGACAACAACATC 
GTGGGAAAGGAGATCTGTAATGAGACCATTGGTGGGCAGATTGTCATGTGTCCGCTCTGT 
GATAAGAAATGTGGCTACTGGAAGCTCAACACAACCTGCAGCTCTTCATGGCAATCGTAT 
CTGTTTGACAACACAGCCACGGTGTTCTTTGCTATATTCATGGGAATATGGGTGACCCTG 
TTCCTGGAGTTCTGGAAGCGGCGTCAGGCACGGCTGGAGTACGAGTGGGATCTGGTTGAC 
TTTGAGGAAGAGCAACAACAGCTGCAGCTTAGACCTGAATATGAGATCAAGTGCACCAGT 
CAAAAGCTCAACCAAGTTACACAAGAGATGGAGCCCTATTTTCCTCTAACAAGCAAGTGT 
GCTCGCTCATTCCTGTCTGGGGCCACCGTACTCTTCTGGATCTCTCTGATTATCGCCAGT 
ATAATCGGTGTGATCGCGTACCGTCTGGCAGTGTTCGCCGCGTTTGCCAGCATCATGAAG 
GACAGCCCGACCAGTAAACTAGATGTGGTCGGAAGTCTTATCACGCCCCAGTTTGCCACA 
TCCGTCACTGCTTCCTGCATCAACTTTGTCATCATCATGATCCTGAACTTCTTGTACGAG 
CGTGTAGCCATTAAGATCACTGATATGGAGGTCCCCAAAACACATTTGGAGTATGAGAAC 
AAGCTGACCATCAAGATGTTCCTCTTCCAATTTGTCAACTACTATTCCTCCTGCTTCTAC 
GTCGCCTTTTTCAAGGGCAAATTTGTGGGGTACCCTGGCAACTATGCCTACATGTTCGGC 
AAATGGAGTGGGTTGAGAAATGAAGAGTGCGAGCCGGGCGGCTGTTTGATTGAGTTGACC 
ACTCAGTTAGTGATAGTGATGGTGGGAAAACAGGTTTGGGGGAACATACAGGAAGCACTC 
GTCCCCTGGTTGCGTAACTGGTGGGTGAGCAGAAGTGCTCGTAATCATCCAGAGAGTCTG 
TACAGCCGCTGGGAGCAGGATCACGACCTCCAGAGCTTCTGTCAGCTTGGCCTATTCTAC 
GAGTACCTGGAGATGGTTGTCCAGTTTGGCTTCATCACCCTGTTTGTGGCCTCCTTTCCG 
CTGGCTCCTCTGCTGGCTCTGATGAACAATATCTTGGAAGTGCGAGTGGATGCCTGGAAA 
TTCACCACTCAGTTCCGCAGGCCCGTGGCCGCCAAAGCGCACAGCATCGGTGCATGGGAG 
GAGATCCTCAACATGATCGCAGTCTTCTCAGTCGTCACCAATGCTTTCATTGTTTCGTTC 
ACGTCTGACATGATCCCTCGGCTGGTGTATCTGTATGTGTATTCCCCGGGCACTGAGATC 
ACTATGGAGGGATACATCAGCAGCAGCCTCTCAGTCTTCAACATCTCCGAGATTCCACTT 
GCAAACACCCCAGAGGACGGTGAGAACCCAGACTGGTTTGACAGCACCAACATGACCACC 
TGCAGGTACCGCGACTACCGCTACCCTCCAGGACACGAGAAACAGTACAAGCATACCGTA 
CAGTTCTGGCATATTCTAGCTGCCAAGTTGGCGTTCATCATCATTATGGAGCATGTGGTG 
TTTGTGGTGAAGTTCTTTGTGGCGTGGCTGATCCCCGACGTGCCGTCAGAGGTCAAAGCT 
CGTGTGAAGCGCGAACGCTACCTCATCCAGGAGTACCTGCACAACTATGAGCTGGAGAAG 
CTCAGGATCCAGCTGAGCCAGAGCGGCCCGAACGTCGAGCAATGCACGTGTCCCACCACA 
GCCTCCACGCCGATGAAAGTGGAGATGTTATCAGACTGTCTGACCTAA 
>SLC4A1 GENE: Band 3 anion exchange protein ORF type: complete len:757 (-), score=160.40 
TRINITY_DN4644_c1_g1:1152-3422(-) 
ATGGTGGAACAGCTTCTGCTCAAAAATGAGATCCGGCCCACAGACCGTGACGCTCTTGTG 
GCCATACTGCAACGCAAGCGCACTCAATTAGAGCCAACTTCATCCCCTGGTTCAGCAGAC 
ATTGAGCTGCAAACATTCTCAGTCACTAAACAGCGAGACATGGTTGATCGTGTGGAGGCC 
TCTGTGGTTTTATCAGGTGTGGTGGAGAACCTCCAGAAACCAGTTGTCGCGTTTGCACGT 
CTGCGGGATTCAGTGGTGATGGAAGGGGTTCTGGAAGCTCCAGTTCCAGTTCGTTTTGTC 
TTCTTCATGGTGGGCCCGAGTCACAGCGGCATAGACTATCATGAGAGTGGCCGGGCCATG 
GCAGCACTGATGGCTGATTGGGTGTTCACTCTGGAGGCTTACTTGGCCACAAATGAGAGA 
GATCTGACCAATGCCATGGCAGACTTCATGGACTGCAGCATTGTGATCCCACCTACAGAA 



ATCCAGGATGAGAGCATGCTGAAGCCAATCATCAACTACCAGAAGAAGATGCTGCGTGAT 
AGGGTCCGCCCAAATGACACCCGTCTCATTGTTGGGGACAAAGCCCCAACTGGACCTGTG 
AAGCCACGGGAGGATCCACTTGCCCGTACCGGCTATCCGTTTGGTGGTATGGTCAAAGAT 
ATAAAACGCCGCTACAAGCATTACCTTAGTGACTTTACCGATGCACTGGACCCTCAGGTG 
CTGTCTTCTGTCATCTTCATCTACTTCGCTGCCCTTTCTCCTGCCATTACCTTTGGAGGA 
CTTCTTGCGGACAAGACTGAGCATATGATGGGGGTCTCTGAGATGATGGTCTCTACCTGC 
GTGCAGGGTGTCATCTTTTGTCTGTTTGCGGCTCAACCGGTTCTCATCATTGGGTTTACT 
GGTCCATTGATGGTGTTTGAGGAGGCGTTCTTTCAGTTCTGCAAGTCTAATGGCTTTGAG 
TACATTGTGGGCCGTGTCTGGGTGGGCATGTGGTTGATCATCATTGTGGTGGTGATTGTG 
GCTGTGGAGGGGAGCTTCCTTGTTCGCTTCATCTCGCGCTTCACCCAAGAGATCTTCTCC 
ATCTTAATCTCTCTGATTTTCATTTACGAGACCTTTGCCAAGCTTATCAGGATTTTCAAG 
CAACACCCTTTAATTTTGAACTACGAACACTTGAATGATACCTTGGAAGATCCCTTCCAC 
CCTATCAAAAAAATTATCAACGAGACAACGCTTCCTGATGGCAATGTTACCGTACATCAT 
GAGATAATAGAGAGAGCATACCCCAACACCGCCCTGCTGTCCATGTGCCTTATGTTCGGA 
TGTTTCTTCATTGCATTGTATCTCCGTGGGTTTAAAACTAGCACCTACCTTCCTGGACCC 
ATTCGAAGAATGATTGGAGATTTTGGTGTCCCCATCGCCATCTTCTTCATGATCGCTGTG 
GATATCAGCATTAGCGATGCCTACACACAGAAACTGGTGGTGCCAAAGGGGCTGACCGTG 
TCCAACCCGGAGGCTAGAGGCTGGATCATCAACCCATTTGGTGATAAGAAGCCATTCCCT 
ATCTGGATGATGTTCGCATGTGTTGTTCCTGGCTTGTTGGTCTTCATCCTTATTTTCCTC 
GAGTCCCAGATCACCACGCTGATTGTGAGTAAGCCTGAGAGAAAAATGGTCAAAGGCTCT 
GGTTTCCATCTGGACCTCCTGCTTTTGGTGTTCTTGGGAGGAGTTGCATCTATCTTTGGT 
GCCCCCTGGCTCAGTGCCGCTACAGTTAGATCTGTCACCCACGCCAATTCCCTGACTGTC 
ATGACCAAAGGCCCCCGACCGCAGATTGAACGTGTGCTAGAACAAAGAGTCAGTGGTATT 
TTGGTGGCCGTGATGGTTGGAATCTCGATTCTCATGGAGCCCATCCTGAAGATGATACCT 
ATGACGGCTCTGTTCGGGATCTTCCTCTACATGGGTATCACTTCCCTGAGTGGCATCCAA 
CTTTGGGACCGTATGCTTCTGCTTATTATGCCAAAAAAGCATCATCCACCTGCCCCATTT 
GTCACCCGTGTCCCGACTATGCGTATGCATCTGTACACTTTGATCCAAGTGATGTGTTTG 
GCAATTCTGTGGGCTGTAAAATCTAGTGCGTTTTCACTTGCCCTGCCCTTTGTCCTGATC 
CTCACGATCCCTCTGAGAATGTTCCTGACCGGTCCCGTCTTCAGTATCATGGAAATGAAA 
TGTCTGGATGCAGATGATGCAAATGTGAAATTTGATGATGAGGATGACTAA 
>SLC4A3 GENE: anion exchange protein 3 isoform X2 ORF type: complete len:285 (-), 
score=64.75 TRINITY_DN70753_c0_g1:709-1452(-) 
ATGGGGGCCTCAGTGATCCCGGCCCTGCTTGTTTTTATCCTCATATTCATGGAGACTCAA 
ATCACCACCTTGATAGTGAGCAAGAAGGAGAGACGTTTGGTCAAGGGTTCTGGTTTTCAT 
CTCGACCTGCTGCTGATAGTGACTTTGGGAGCTTTCTGCCCACTCTTCGGCCTGCCCTGG 
CTGACTGCCGCCACTGTGCGCTCGGTTACTCATGTGAATGCTCTGACAGTCATGAGCAAA 
GCCACTGCCCCTGGAGAGAAGCCTATGATCCAAGAAGTTAAAGAGCAGAGGGTGACAGGG 
ATGTGTGTGGCTATCCTAGTGGGCTTGTCTATAGTGATGACGGATGTGCTGCGTCATATT 
CCTCTGGCTGTGCTGTTTGGGATATTTCTGTACATGGGCATCACTTCTCTTACTGGTATC 
CAGCTTTATGAGCGAATCACACTCATGGTCACGCCTGCTAAGCATCACCCTGACCACATA 
TATGTTACCAAGGTGAAGACTTGGCGTATGAACATGTTCACCATCATTCAGCTGTTGTGT 
ATCGTCCTGCTGTGGGTGGTGAAGTCGACCATAGCCTCTCTGGCCTTTCCCTTCATCCTG 
ATAATGACCGTACCCCTGCGTAGACTTCTCCTGACCAGGATCTTTGAGGAGAGAGAGCTT 
GCAGCGTTGGATGCCGATGAGGATTCGCCCAATTTTGATGAAGACGGACGTGATGAATAC 



AACGAGATTCACATGCTTGTCTAG 
>AE2 GENE: Anion exchange protein 2 ORF type: complete len:1230 (-), score=378.64 
TRINITY_DN36603_c0_g2:2134-5823(-) 
ATGAGTAACCATGTGACTTCAGATGAGCTTACCAGTGCTGTGGCATCAGTCGTTCATGAC 
CCCGAGTCATCAAACTCATCTGTCCGTTTGCCGCAGAGGGAGGAAGAGGAGGACGGTGAC 
CTGAACAAAGCATTAGGTGTTCAGCGCTTCCAGCAGATTCTGAGCCCCACTCCCAAAGTT 
CCCGGCGAGCAGTACCGCACCTACAATGAGAAAGATTTTGAGTATCACCGTCATTCATCC 
CATCACATCCACCATCCTCTGTCCAAACTCCCGGGAGACGGCAGGAGGAAGAAGAGTGGG 
AGGAAGAGGAGAAGGAACAGCAATAAGGAGCACAGAGTGTGTTCCAGCCCTAGCAGTGCT 
TTGGCCATCGAAGAGGGTGGTGAAGATGAGGAGGAGGAGGAGGAGGAAGAAGAATCTACA 
GAAGGCCAGAGCGCCACCCCAACTCCCACAGCAGACGCTGAGAGAAAAGACAATGTTCAG 
TTCTTTGTGTCCGATGATGACCCTTATGTGTCCACACCTGAGACTCCAGATCCTTGTCCT 
GCACGAGGCATCGTGATCGTCCCCTCGTCTGCGGTGTGTTCGGAGCCCCGGGACAGCACA 
TCCACTGAAACGCCTGAACCTGCTCCTCCGACCCCTAGCTCCACTGAGCCCAGCTCTCTG 
CCCCGTGTGTCGAGTCGCAGCTACGACCTTCAGGAGAGACGTCGCACGGGCAACATGACT 
GGGACCGAGCAGGCCAAATACCAGCGGATCCCCACTGATGAGTTTGAGGCTCAGACCCTG 
GCCTCGGCCGACCTGGATGGCATTAAAAGCCATCGGTTTGAAGATGTCCCTGGAGTACGT 
CGACACCTGGTTCGGAAAAGCACAAAGGGTCAAGTGGTGCACATCAGCAAAGATCACAAA 
GAGCCCAGCACACGCACTCGCAAACTGGACCGAACGCCACATGAGGTGTTCGTGGAGCTG 
AATGAGTTGATCATGGATAAGAACCAGGAGATGCAGTGGAGAGAAACAGCCCGCTGGATC 
AAGTTTGAAGAGGATGTGGAGGAGGAAACGGACCGCTGGGGGAAACCACACGTCGCCTCG 
CTGTCATTCCGCAGTCTGCTGGAGCTGAGAAAAACCATCTCTCATGGAGCTGTGCTTTTG 
GACTTGGACCAGAAGACACTACCTGGTATCGCCCATCAGGTAGTGGAACAGATGATCATA 
TCAGACCAGATCAAAGCTGAGGACAGAGCCAATGTCCTCCGCGCTCTCTTACTCAAGCAC 
AGTCACCCGAGTGATGAGAAAGAGCACAGCTCCCCCTTCCCCAGGAACATCTCCGCAGCC 
AGCCTGGGCTCCCTGATCACCCATCACAACAGCAGCAATAACCACCTGTCCGTCCCCGAA 
CCCTCCGTCACAGAGCCTCTCATGGGGTCCTCGAGGGCCAGTCAAGACAGCACAATTCAT 
ATTGACATAGAGAAGAATGAGAAAGATTCAGGTCCACCTATCGGCATGCACAAATCCAAA 
TCCAAACATGAACTTAAGCTTCTGGAGAAAATTCCGGAAAACGCTGAAGCCACTGTCGTA 
CTTGTTGGCAGTGTCGACTTCCTGGAGCAGCCCACCATGGCGTTCGTTCGACTGCTGGAG 
GCTGTTGAACTGGACTCGGTGTTGGAAGTATCAGTTCCTGTTCGGTTTCTCTTTGTGCTG 
CTTGGTCCCCCCAGCACCGACATGGACTACCACCAGATCGGACGCTCCATTTCCACACTC 
ATGTCCGACAAGCAATTTCATGAAGCTGCATATCTGGCAGACGATCGGCAGGACCTGCTC 
AATGCCATTAACGGCTTCCTGGACTGCAGTATCGTTCTCCCTCCGTCAGAAATGGGTGGA 
GAAGAGCTCCTGCGGTCCGTCGCTCACTTCCAAAGAGAGATGCTCCGCAAGAGAGAGGAG 
CAGGAGGTGGCCATGCTGTCCAAAGAGCCCAAGAGCCTCGAAGAGAAAGAGGCCTTGCTG 
GCGCCCTTTAAACCAGAAGATGACCCTTTACGACGCACAGGCCGTCTGTTTGGTGGACTG 
ATTCGTGACGCCCAGCGCCGTTACCCAAAGTACATCAGTGACTTTAAGGATGCGCTGAAC 
CCCCAGTGCATGGCTGCTGTCATCTTCATCTATTTCGCCGCTCTTTCTCCCGCCATCACG 
TTCGGAGGCCTTCTGGGTGAGAAGACTGAAGGGCTCATTGGCGTGTCAGAGCTGATTGTG 
GCCACGTGTATTCAGGGTGTGTTGTTCTGTCTGCTCGGGGCCCAGCCGCTTCTGGTGGTG 
GGCTTTTCTGGACCTATCCTGGTGTTTGAAGAGGCCTTCTTTTCTTTCTGTAAGGGCAAT 
AACATGGAGTACCTGACAGGTCGCGTTTGGATCGGGTTTTGGCTCATCATCATCGTGGTG 
TTGGTGGTGGCCTTTGAGGGCAGCTTCATGGTTCGATTTGTCTCGCGTTTCACTCAGGAG 



ATCTTCTCCTTTCTCATCTCTCTCATCTTCATCTATGAGACCTTCTCAAAACTGATCAAG 
ATATTCCAGGAACATCCTCTGAGACGCTGCTCTGCTATGGGTGTTGATGTGAACGATTCA 
ATGCACAACTCAAGCACTTCAAGTCCATTCGCAGCGAACAGCAGTTCTCCGGAGATGGTG 
AAGGTGGTCGGTGAACCTAATACTGCTCTGCTGTCGTTGGTGCTCATGTCTGGGACCTTC 
TTCATCGCCTTCTACCTGCGCAAGTTCAAAAACAGTGCCTTCTTCCCTGGCAGGTTAAGA 
AGAGTTATTGGAGATTTTGGAGTTCCTATTGCCATTCTCATCATGGTTCTGGTGGACTAC 
AGCATTCAAGACACATATTCACAGAAACTCAGTGTCCCCCGAGGTTTTTCAGTCACTAGT 
CCTGATAAGCGTGGTTGGATAGTCAATCCTCTGGGGTCTGATGGTCAGTTCCCCATCTGG 
ATGATGTTTGCCAGCATCCTTCCTGCTCTGCTCGTCTTTATCCTCATCTTTATGGAGACA 
CAAATCACCACGTTGATAGTCAGTAAGAAAGAGCGCATGCTGCTCAAGGGTTCTGGTTTC 
CATCTGGACCTGTTGATCATCGTGACTCTCGGCGGCACCAGTGCTCTTTTTGGCCTGCCG 
TGGATGGCTGCAGCCACCGTGCGCTCTGTAACCCATGCCAACGCCCTCACCGTGATGAGC 
AAAGCCGTCGCCCCAGGAGACAAACCTCGAATCCAGGAGGTCAAGGAGCAGAGGGTGACC 
GGGTTACTGGTGGCAATACTTGTAGGTCTCTCGATAGTAATCGGTGATCTGCTCCGTCAA 
ATCCCAATCGCTGTGTTGTTTGGCATCTTCCTGTACATGGGTGTGATGTCACTGAATGGC 
ATCCAGCTGACAGAACGGATCCTGCTCCTGCTGATGCCCCCAAAATACCACCCAGACCAC 
ACCTACGTGCGCAAGGTGCGGACCCTACGTATGCATCTATTCACAGCGATACAGGTGGTC 
TGTCTCGCTGTCCTCTGGGCGGTCATGTCTACCGTGGCGTCGCTGGCTTTCCCGTTCGTT 
CTCATCATGACCGTCCCAGTCAAGATGTTTCTTCTGTCACGCATCTTTAGCCCTCGTGAA 
ATGCAGTGTTTGGACGCTGACGACGCAGAGCCCACTTTTGACGAGAAGGAGGGACACGAC 
GAATACACAGAGATGCACATGCCAGTCTGA 
>GHR GENE: Growth hormone receptor ORF type: complete len:477 (+), score=143.27 
TRINITY_DN13956_c0_g1:321-1751(+) 
ATGAGAAGACCCGTGATGCTGTGTTTTCTGCTGCTGGCGTTGCTCTGGACGACGGTCACT 
GCGGCTCTGAGCCTGTCCACACACTCCGCCGCCACCCTGCAGGAGGATGGCTCGAGGCCG 
GTTATTTACCGCTGCAGATCGCCCAGTATGGAGGACTTCACCTGCTGGTGGCGTCCCATC 
ATCGGCCGGGAGAACGTCTCCTACACACTCCAGTACAGCAGAGGTAATGGCGTTCCTCAG 
GACTGTCCTGATTATGTGAGCGGCGGCCTCAACAGCTGCTTCTTCGACAGCAAACACACA 
CAGATCTGGGAGATGTACTGCATGAGAGTGACGGCACACACACCCTCAGGAACGCTGAGC 
TCAGACAGACACTGCGTGGACGTGGCGGATATAGTGGAGACCGATCCGCCCTTTAACCTC 
TCCTATATTCTGCTGAATGAGAGCCACTGTGAATCCTGTCACTCCATCATGCTCTCCTGG 
ATGTATCCGATCGCGTCTCAGGTGCGTGAGGCGTGGATTACACTCGTCTACGAGCTACGC 
TACAGAAACCTCGCTCAGCCGGACACCTGGAAGGTCATGGAGCGTCTGCGCGAGCCTCAT 
GTTGAGCTGTTGGAGCTGCCGGTGGGAACTTATGAGTTTATGGTCCGATGCCGATCCCGC 
AACAGCAAACTCTGGAGCACATGGAGCGAGTCCATCAACATCAGCATCATCGGCAAACCT 
CTGTCCGATCGCATGTTGGTCTTCATCCTGGTGACCAGCCTCGTCATCATGGCCTTCCTC 
ATCATCAGTTTTGGGTTCATTCCTCGAGGAAAGAGAATTAAAGCATTCCTCCTGCCGCCG 
ATTCCCAAACCGCGCATCCGAGGGCTCGAACCCGTTCTGCTGAAGAACGGGAAGATCGAG 
GAGATTAATCGTCATTTCTCCAGTTTCCACGGCTATAAGTCGCCGCAGTGCTTTATGGAG 
ACGTGGTATCAGGTGAGCGTGGACTCGAATCCGGCCGTAACGCCCAAAAGTTTCAACGAA 
CAAGAGGAGGCGGAGCCGGCTCAACATGGCCCCAGCGATCAGCCGAGCCTTCAGAAGAGC 
TGCCACAATGGCCCCGCCTCCTGCTGCGAGGAAGCCCCGCCTCCTCCAGCGCCTGGCCAC 
GCCCACCCGGAGCTCGTGTCTGTCCCTGGCATGGACTACAGTATGATTCTAAACTCCGCC 
CCCGCGCCGCCGCAGTCACATGACTTCTACACGCGTGTGAATGGCGTGACGGCGGGCGGC 



CAGCTGCATCTGGTGCCGTGTCTGCCAGACATGCTGAAGAACTCGCCGTATGTGCAGCTC 
AAAGAAGACAAGATGGCGGCGCTGATGGAGAAGCAAACGGAGGAGCAGATGACCTGCGAC 
CCCGACCCGAGCGAAGCCGCCGCGCCTTTGCTACCTCACTCATCAGACTGA 
>IGF2BP3-X2 GENE: insulin-like growth factor 2 mRNA-binding protein 3 isoform X2 ORF 
type: complete len:607 (-), score=136.60 TRINITY_DN286_c0_g1:2518-4338(-) 
ATGAATAAGCTTTACATCGGGAACGTGAGCGAGCAGGCGAGCGCGCTGGACTTGGAAAGT 
ATCTTTGAGCAGTGGAAGATACCTTTCAGTGCACCCTTTCTCGTAAAAAGTGGTTACGCG 
TTTGTGGATTGCCCCGACGAAAAGGTAGCGATGAGGGCGATTGACACTCTTTCAGGGAAA 
GTAGAACTCCACGGAAAAGTCTTAGAAGTGGAGCACTCTGTCCCTAAACGACAAAGGAGC 
TGCAAGCTACAGATCAGGAATATCCCACCTCACATGCAGTGGGAAGTTTTGGACGGGTTG 
TTAGCGCAGCATGGCACCGTGGAGAGCTGTGAACAAGTCAACACAGACACTGAGACCGCT 
GTAGTCAATGTGCGATATGCCGCCAAGGATCAAGCCAGAGAAGCATTGGACAAATTAAAT 
GGCTTCCTTATGGAGAACTACGCACTAAAGGTTTCCTATATCCCAGATGAGACGGCTACT 
GCAGATGCCCCTGCCATGGGCGGCAGGAGAGGTTTCAACCCACGAGGACCACCTCGCCAA 
GGCTCTCCTAATCTGGGCGCGAGACCTAAACTACAGTCAGACGTGCCTCTACGCATGTTG 
GTGCCCACCCAGTTTGTAGGAGCTATTATTGGCAAGGAAGGTGCTACCATCCGCAACATA 
ACCAAGCAGACTCACTCAAAGATTGATATTCATCGTAAGGAGAATGCAGGGGCCGCGGAG 
AAGCCCATCACTGTTCACTCCACTCCAGAGGGCTGCAGTTCTGCCTGTCGAAACATCATG 
GAGATCATGCAGAAAGAGGCAATTGACACTAAAATCACTGAAGAAGTCCCTCTAAAGATT 
CTGGCTCATAATAATTTTGTCGGCCGTCTGATTGGAAAGGAGGGACGCAACTTGAAGAAA 
ATCGAACAAGATACTGACACAAAGATCACAATCTCACCTCTGCAGGATCTGACTTTATAT 
AACCCAGAGCGCACCATTACCGTTAAGGGTACATTAGATGCTTGCGCAAAAGCAGAGGAA 
GAAGTCATGAAGAAAGTCCGTGAGTCCTACGAGAATGATGTAGCTGCCATGCATCTACAA 
TCTAACCTGATTCCAGGACTCAATCTAAACGCGTTGGGTCTTTTTCCCGGCGCAGCGAGT 
GGCGGGATGTCACCCTCTGTTGTATCAGGACCTCCGGCTGGGGCTCAAGCTGGCTATCAA 
TCATTTGGGTGCAGCGTGTTTGGGGGCGAGGTGCCGTTTTGGGCCTCTACGCTCTCTTCC 
AGCAGCAGCACAGCCTTTTCTTCTCAGATGGAGTCAGAAACGGTGCACCTCTTCATTCCT 
GCACTGGCAGTTGGTGCTATTATCGGCAAGCAGGGCCAACACATTAAACAGCTCAGCCGC 
TTTGCCGGTGCGTCAATCAAAATTGCACCTGCTGATGAAATTGACGCAAAGCAAAGAATG 
GTCATTATTACTGGACCTCCAGAGGCACAGTTCAAGGCTCAGGGACGTATCTTTGGGAAG 
TTAAAAGAGGAGAACTTTTTTGGACCGAAGGAGGAGGTTAAATTAGAGGCTCACATAAAA 
GTGCCATCATTCGCTGCTGGCAGAGTCATTGGCAAAGGAGGCAAAACGGTGAATGAACTA 
CAGAACTTGACCAGTGCAGAGGTGGTTGTCCCGCGGGACCAGACGCCGGATGAAAATGAC 
CAAGTAGTAGTAAAAATCACAGGCCACTTCTATGCAAGCCAGCTGGCCCAGCGGAAGATC 
CAGGAGATTATCTCTCAGGTGAGGCGGCAGCAGCAGCCCAAGGCCTCGGCCACAGGTCCA 
CCAGTCACCCGGAGGAAATAG 
>IGF1-X1 GENE: insulin-like growth factor I isoform X1 ORF type: complete len:193 (+), 
score=49.81 TRINITY_DN28149_c0_g1:1085-1663(+) 
ATGCAGGTGGCTGAGAGTTTGTTGTTTCTGGTGAAGCAGGTGCCCAGCTGGCGAAGTGTG 
TGCGTCCTCTACTCCCTATACTGCGTTGTGAGTCTGCCGGAAGCCAGCGAAGCGGCCAAA 
GCGCGATGTGGACGGGAACTAGTTGCTGACCTGGAGTTTGTGTGTGGAGACCGTGGCTTT 
TACAGAGGCAAACCTGGAGCAGCCCGTAGCGGTGGTCCTCGCTCTCGTGGGAAAGGGATT 
GTCGAGCAGTGTTGCGTTCGGGGATGTGACCTCCAGCATTTGGAGTCGTACTGTGCCAAA 
CCCAAGAAGGTGCGCCGTGACGTCCCAGCATCTCTACAGCAGACTTTGGAAGATCAGTTT 



TGGCTGGTGTTTCAGCGGCGATACCAGAAGCAAGCAGAGATGAAGAGAGAGGAGGAAGCT 
GCATCTCAAAGACTCAGAGAGCGGAAGCTCTACCGGTGGAACAACAGAGATTCAGTATTA 
CTAAACACCAACATGCCCAACCGACCCCCTTCAACACACCAACATCCTTCCACTGAAAAA 
ATGACATCAAGGCCGACATTTATCTCCCACATCCGATAG 
>IGFBP GENE: insulin-like growth factor-binding protein ORF type: complete len:142 (+), 
score=22.64 TRINITY_DN11774_c1_g1:233-658(+) 
ATGAACAGACTGCTTCTGAACTTTTTCTGGGTGGCAGCATTCAGCGCACTCCTTTCAGCG 
CCGGGGCTCCGGGCTTCCCCAGTGGTTGGGCAGGAACCTATCCGCTGCGCCCCGTGCTCC 
CCGGAGAGGCTGGCCGAGTGTCCTGCGGTGGATGCCGGCTGCGAGGAGGTGCTTCGAGAG 
CCGGGCTGCGGCTGCTGCCTCGCCTGCGCGTTGAAGAGGAGTGACCCGTGCGGGATCTAC 
ACTGCGCCCTGCGGCTCGGGGCTCCGCTGCTTGCCGAGACCCGGAGAAGCCCGACCCCTG 
CACGCACTCACCAGAGGACAGGCGGTGTGCACTGAGACCCCCGAGCCTGATCAGAGCCAA 
AGCGACCCATCGCCAGGTAGGCTGCAACGCCTAATAAGACTGCATAATAGCCGTCCATCC 
AAATAG 
>IGF1 GENE: insulin-like growth factor 1 ORF type: complete len:164 (-), score=22.08 
TRINITY_DN9841_c1_g1:2166-2657(-) 
ATGGGGATGTCTAGCGGTCATTTCTTCCAGGGGCATTGGTGTGATGCCTTTAAGTGTACC 
ATGCGCTGTCTCTCGTGCACCCACACCCTCTCACTGGTGCTGTGCGTCCTCGCGTTGACT 
CCCGCGACACTGGAGGCTGGGCCGGAGACGCTGTGCGGGGCGGAGCTTGTAGACACGCTG 
CAGTTTGTGTGTGGAGACCGGGGATTTTATTTCAGCAAACCAACAGGATATGGGCCTAGT 
TCGAGGCGGTCGCACAACCGCGGCATTGTGGACGAATGCTGCTTTCAGAGCTGCGAACTG 
CGGCGCCTCGAGATGTACTGTGCACCCGTGAAAACTGGCAAAACTCCGCGATCCCTACGA 
GCGCAACGGCACACAGACATCACCAGGACAGCAAAGAAACCTCTATCTGGACATAGCCAC 
TCTTCCTGTAAGGAGGTTCATCAGAAGAACTCAAGCCGAGGAAACACAGGGGGCAGAAAC 
TATCGCATGTAG 
>IGF2BP GENE: insulin-like growth factor 2 mRNA-binding protein ORF type: complete 
len:436 (+), score=126.78 TRINITY_DN5171_c1_g2:429-1736(+) 
ATGGGCACAGGAAGTCAGGAGCAGGAGTTTGGTCAGCCAGGGGCCATGGGAGGCCCCCAT 
GGGCACAGGCAGCGTCATCAAGAACTGCCTCTAAGAATCCTAGTACCCACTCAGTTTGTG 
GGAGCCATCATTGGAAAAGAGGGACTCACCATAAAGAACATCACAAAGCAGACACAGTCC 
AAGGTAGATATCCATCGTAAAGAGAATGCCGGGGCGACTGAGAAGGCCATCACTATTCAC 
TCATCTAAAGAGGGCTGTTCACAAGCCTGCAGGATGATCCTGGAAATCATGGAAAAAGAG 
GCTAATGACACCAAGATTGTTGAGGAGGTTCCTCTGAAGATCTTGGCCCACAATAGCCTT 
GTTGGGAGACTCATAGGGAAAGAGGGCAGGAACCTGAAGAAGATAGAGCAAGATACAGGG 
ACCAAGATCACCATCTCTGCATTACAAGACCTGACAATATATAACCAGGAACGTACTATC 
ACGGTGAGAGGTGGGGTGGAGGAGTGCTGTAATGCAGAAGTGGAGATCATGAAGAAACTT 
ACAGAAGCCCATGAGAATGATGTAGCTTCGCTTAATCAGTCTAACATGATGCCAGGTCTA 
AACCTGAGTGCGATGGGGATCTTCTCCTCTGGCTTGTCTGTCCTCCCCCCAGCCTCTGGT 
CTTCGTGGATCTCTGTCCACCCCAGCCAACTACAGCCCCCTGCTGGGACCCTCTTCAGTA 
ATGGGGGGCATGTATGGGGTTCCCTCCTCTGGAGCATTATCTCTTCAGCAATCTGTTGAA 
CAGGAAGTGGTCTATCTTTTCATCCCCACTCCAGCAGTAGGAGCTCTCATTGGGAAGAAA 
GGACAGCACATTAAAGAGCTGGCACACTTCGCTGGAGCCTCAATAAAAATTGCTGCACCA 
GACAGTCCTGATGAGCCTGAGAGGATGGTCATCATCACTGGACCACCAGAGGCTCAGTTC 
AAGGCACAGGGGAGGATATATGGGAAGTTGAAAGAGGAGAATTTTTTCACATCTAAGGAA 



GAGGTGAAGTTGGAGGCACATATAAAAGTACCTTCATCCGCTGCCGGACGAGTCATCGGG 
AAGGGTGGAAAAACGGTCAATGAGCTACAGAATCTCACCAGTGCCGAGGTCATTGTACCA 
CGGGAGCAAACACCAGATGACAACGATGAAGTGTTTGTTAAGATTATTGGACATTTCTTA 
GCCAGTCAGACGGCCCAGCGCAAGATCAGAGAGATCGTACAACAGGTCAAACAGCAAGAG 
CGGAAACAACAGCAAATGGTGCCAACATCCTCACAACCGTCAAAATGA 
>IGF1AR-X1 GENE: insulin-like growth factor 1a receptor isoform X1 ORF type: complete 
len:1405 (+), score=382.58 TRINITY_DN5596_c0_g1:770-4984(+) 
ATGAGATCTGGAACAGCGAGGGATGTTTGGACCTTATTTTGGGGACCTGTGCTGTTTCTC 
TTCACCATCTGCCTCTGGTCTGCACATGGAGAAGTCTGTGGTCCTCACATTGATATCCGC 
AATGACATCAGTGAGTTCAAGAAGTTGGAGAACTGCACGGTGGTGGAAGGCTACCTGCAG 
ATCCTTCTCATTGGAGACAAGAATAACAACCTTAACCAGGAAAACTTCCGCTCCCTGTCC 
TTCCCCAAGCTGACCATGGTCACTGACTACCTTCTCCTATTCCGTGTCTCCGGCCTGGAC 
AGCCTCAGCATGCTCTTCCCCAACCTCAGTGTTATCCGAGGACGCAACCTGTTCTACAAC 
TACGCCCTGGTCATTTTCGAAATGACCAGCCTGAAAGATATCGGCCTCCACAACCTGAGG 
AACATCACTAGGGGGGCCATCAGAATCGAAAAGAACCCGGAGCTGTGTTACTTGGACTCG 
GTTGACTGGTCGCTCATTATGGATGCAGAGTTTAACAACTACATCGGTGGGAACAAGCAG 
TCCAAAGAATGCGGGGATGTTTGTCCAGGTATCATGGACGATAGACCGCTGTGCATTAGG 
ACCAGCTTCAATGACAACTACAGCTACCGCTGCTGGACCTCCAACCACTGCCAGAAGGTT 
TGTCCAAAGAAGTGTGAGAAGAGGGCGTGCACGGATACGGGCAAGTGCTGTCACCCCCAG 
TGCCTGGGCAGCTGCTCTGAACCAGACGATGATAAGGCATGCGCCGCCTGCCAGCATTAC 
TTTCACGAGGACCGCTGCGTTGAGGCCTGCCCACCGGGCACCTACAAGTTTGAAGGCTGG 
CGCTGCATCACCATGGACATGTGTGCCCGTGTTCACCTACCCAGTGAGGTCGACTTCGTC 
ATCCACAACGGAGAGTGTATGCCAGATTGCCCGTCCGGATTTACCCGAAATGAGACTCAG 
AGTATGTTTTGTAATGCGTGTGACGGACTGTGCGATAAGGTCTGCGAAACTAAAACAATC 
GACTCTGTGGATGCTGCTCAGTCCCTGCAGGGCTGCACGGTCATCAAAGGCAACCTGCAC 
ATCAACATCCGACGGGGCAATAACATTGCATCAGAGCTGGAGAGTTTCATGGGCCTGATC 
CAGACAGTCACGGGATATGTGAAGATCAAACACTCTCACACTCTGGGCTCTCTGTCCTTT 
CTCAAAAGTTTGCGATACATTAATGGAGAAGAGCTCACTGATCAGGTGTATGCATTCTAT 
GCAGTCGACAACCAGAACTTGCAATACCTGTGGGACTGGAGTCAACACAATCTGACCATT 
AAAACTGGAAAACTTTTCTTCCGCTTCAATCCCAAGCTTTGCATGTCTGAGATAAAGAAA 
ATGTGGGAGAAGACCGATGTGAAGGAAAAGATGGAAGAGGACGACCATCGTAGCAATGGA 
GAGCGAGCAAGCTGTGAGAGTTATATTCTAAAGTTCAAATCCAACCACACTCAGAGTACT 
CGGATAAAGCTCACTTGGGAGCGATATCGACCGCCTGACTACAGAGACCTCATCAGCTTC 
ATCGTGTATTACAAGGAGGCACCATTCCAGAACATCACAGAATTTGACGGACAAGACGGA 
TGTGGCTCTAATAGCTGGAACATGGTGGACGTGGACCTTCCTCATGAGAAATCAGCAGAC 
CCAGGGGTATATCTGTCCCCTCTTAAACCCTGGACACAATATGCCATCTTTGTGAAAGCC 
GTCACCCTGGTTGTGGAAGACAAGCATATTCTGGGGGCTAAGAGTGAGGTGGTCTATATC 
CGTACCAATGCATCAGCGCCATCAATGCCCCTTGATGCCCGCGCGTATGCCAACTCCTCC 
TCATCCCTGATGGTGAAGTGGTCTCCTCCCATCTCTCCCAATGGAAACAAAACATTCTAT 
CTACTCCGTTGGCAGCAGCAGGCAGAAGATCGTGAACTGTATCACCATAACTACTGCTCT 
AAAGAGCTAAAGATCCCCATCCGCATCTCAGCCACGGCTTTATCGGACATGGAGGGCGAC 
ACAAAGCCTACCAAATCAGATGTTGGCGGGGGTGAAAAGGGCTGCTGCCGCTGCCCAAAA 
ACCAAGGAGGCCCTAAAGGCGGAAGCTGAAGACCGATCTTACCGCAAAGTCTTCGAGAAC 
TTCCTACACAACTCCATCTTCACACCCAGACCTCCAGACAGGAAGCGTCGAGACCTGTTC 



GGAGTGGCCAATGGCACACTGCTCCAAGGTGCAAGCAGGAACATCACAGGACTGGAGAGT 
AACATCACTGACCCAGAGCTCCTGGAGAAAGAGTATCCTTTCTCCGAAGGCAAAATCCAT 
ACAGAGTTCATGGAGATATCCAACCTGCAGCCCTTCACTGTGTACCGCATCGACATCCAC 
GCTTGTAACTACAAGGTCCACCGGTGCAGTGCTGCAGCTTTTGTGTTCTCTAGAACCAAA 
CCAGCAGACAAAGCGGATGATATTCCCGGCACTGTAACTCAGGAAGGGGATGAGAAAGAA 
GGAACAGTGCTGCTGCGGTGGCCTGAACCTCTTCGCCCTAATGGACTCATCCTCATGTAT 
GAGATCAAATATCGTCTGGGAACTGAGCCCGAGAAGCATGAGTGTGTATCACGGCAGCAG 
TACAGAGTGCAGAGAGGAACTCGGCTTACCAATTTGGCCTCTGGAAATTATTCTGCCCGG 
GTCAGAGCCACTTCTCTGGCTGGGAATGGGTCTTGGACTGAACCAGTGTACTTCTATGTG 
CCACCCCCTATAAGAAATTATGATAATGCCTTCATTCTGGCCATCATCATCCCTATTATA 
GTGCTATTTTTGCTCATCGCAGGGATCACCGTTGTCATCTTGGTCACCAAAAAGAGGAAT 
AGTGACAGGTTAGGAAACGGTGTGCTCTATGCATCTGTAAACCCTGAATATTTCAGCCCT 
TTTGAAATGTATGTACCAGATGAATGGGAAGTGGCTCGGGAGAAAATCACCATGTCTCGT 
GAGCTGGGCCAGGGCTCCTTTGGCATGGTGTATGAGGGCATCGCAAAGGGCGTCGTCAAA 
GATGAACCTGAGACCAGAGTGGCCATCAAGACTGTAAATGAATCCGCCAGTATGCGTGAA 
CGCATAGAGTTCTTAAACGAAGCTTCAGTCATGAAGGAGTTCAACTGTCACCATGTGGTG 
CGACTTCTTGGTGTGGTTTCGCAAGGCCAGCCCACTCTAGTTATAATGGAGCTGATGACA 
CGGGGTGATCTGAAGAGCTACTTGCGTTCTCTCCGTTCAAAAGAGCAGGGCTCTAGCAGC 
CAGTGTTTGCCTCCACTGAAAAAGATGATTCAGATGGCCGGAGAGATAGCGGACGGGATG 
GCATACCTCAATGCCAACAAGTTTGTACATCGAGATCTGGCGGCCAGGAATTGCATGGTT 
GCTGAGGACTTCACAGTTAAAATCGGAGACTTTGGCATGACAAGGGACATCTATGAGACT 
GATTACTATCGCAAAGGAGGCAAGGGGTTGCTGCCGGTCCGCTGGATGTCCCCAGAGTCT 
TTGAAAGATGGAGTGTTCACAACAAATTCTGATGTCTGGTCGTTCGGCGTGGTTTTATGG 
GAGATTGCCACTTTAGCTGAGCAGCCCTACCAGGGCATGTCCAACGAGCAGGTACTGCGC 
TTCGTCATGGAGGGAGGACTGCTGGATAAACCGGACAACTGTCCAGACATGCTGTTTGAA 
CTGATGAGGATGTGCTGGCAGTACAACCCTAAAATGCGGCCGTCTTTTCTGGAGATCATC 
AACAGCATAAAAGAGGAACTGGAGCCGCCCTTCCGGGAGGTTAGCTTTTTCTACAGCGAG 
GAGAACAAGCCCCCTGACACAGAGGAACTGGACATGGAGGTGGAGAACATGGAGAACGTT 
CCACTGGATCCTGCTTCCACGTTGGCCCCCTCCTCTCAGGGGAGTACAGGGGCTCAGACC 
CAGAGTCCACAGCCGCTTTCCCCAGCTCAGGGGCCCGGGACGCCGATGGGGTCCGCCCTA 
ACCCCCTCCACCTCACCACCCTCCTCCTCAGCCTCTCCGGGCCTGGCCTTAGACAAGCAC 
TCAGGACAGGTAGCAGCAAACGGGCCAGTGGTGCTGCTGGGGCCTGCGTTTGATGAGACG 
CAGCCCTACGCGCACATGAACGGGGGGAGGAAGAACGAGCGAGCGCTGCCACTGCCTCAA 
TCATCGGCCTGCTGA 
>IGFBP2B GENE: insulin-like growth factor-binding protein 2-B ORF type: complete len:266 
(-), score=68.23 TRINITY_DN3457_c2_g2:1594-2391(-) 
ATGTTTTGTGCATTGCTCTGCAGTTTGTTGCTCCTGCACGGCTCGGTCGGGGAGATCGTG 
TTCCGCTGCCCGAGCTGCACCGCGGAGCGCCAGGCGGCGTGTCCCAAGCTCACCACCTCT 
TGCGAGATTGTCAGGGAACCGGGTTGCGGTTGCTGTCCGGTATGCGCACGGCAGAAGGGC 
GAGCTGTGCGGCGTCTACACGCCGAGATGCGGCAGCGGTTTGAGGTGTTACCCGAATCCG 
AGTTCAGAGTTACCACTGGAACAGCTGATACAGGGACAAGGGCAATGCGATAACAAAGTG 
GACCTGGAGCCCACCACCAACCAGGAGTCAGGGCACAGTGGAGAAATAAATGGCACACGC 
TCCCCTCCGATGAAAAAGACCAGCAAAGAAAACAACTACCAGCACTACAAGGAAATAGCT 
GTGAAGCAGCATCACAGCAGTAAGAGGAACAGGATGTTCAGCTCCCAGGATGATCCCAAA 



ACGCTTTTCCCCAAACAGAGCCAGTGTCAGCAGGAGCTGGATAAAGTGTTAGAAAACATC 
TCCCAAATGACGTTCCACGACAACAAGGGGCCTCTGGAAAATCTGTATGACCTGAAGTTT 
CCCAACTGTGACAAGACAGGACAGTACAACCTTAAGCAGTGCCACATGTCCAACCACGGA 
CAGAGGGGCGAGTGTTGGTGTGTCAACCCCTACACTGGCGTCCAGATACCCTCGTCTTCC 
AAAGTGAGGGGGGACCCCAACTGCAGCCAATACTACGGCGATCCCGAGCTGGAACCGCCC 
ACCGCCCAGCAGAAATAG 
>IGF2 GENE: insulin-like growth factor 2 ORF type: complete len:213 (-), score=38.32 
TRINITY_DN107305_c0_g1:1056-1694(-) 
ATGGAGGACCAACTAAAACATCATTCTGTTTGCCATACCTGCTTGAGAACAGACAGTTTC 
TTAAATAAGGTCATGAAGATGTACTGGTCCATACGGATGCCCATATGCATAGTGTTTTTA 
ACCCTGTCTGCCTTCGAAGTCGCTTCAGCTGAGACGTTATGTGGCGGAGAGCTGGTGGAC 
GCGCTGCAGTTTGTGTGCGAAGACAGAGGCTTCTATTTCAGTCGACCAACTAGCAGGTCG 
AACAGTCGGCGTTCTCAAAACCGTGGGATTGTGGAAGAGTGTTGTTTTAGCAGTTGCAAC 
CTAGCTCTACTAGAACAGTACTGCGCTAAACCTGCCAAGTCAGAGAGGGACGTTTCAGCA 
ACATCCCTACAGGTCATCCCGGTGATGCCTGCATTAAAACAGGAGGTCCCAAGAAAGCAC 
GTGACTGTGAAATATTCCAAATACGACGTGTGGCAACGGAAGGCCGCCCAGAGGCTACGG 
AGGGGCGTCCCTGCCATCCTGCGGGCCAAGAAGTTTAGGCGGCAGGCGGAGAGAATCAAG 
GCCCAGGAGCAACTGCACCACCACAGGCCTCTCATCACGCTTCCCAGCAAGCTGCCGCCC 
ATCCTTCTTCCCACAGAAAACTACGTCAGCCACAAGTGA 
>HSP70 GENE: Heat shock 70 kDa protein ORF type: complete len:644 (-), score=266.78 
TRINITY_DN3933_c0_g1: 377-2308(-) 
ATGTCATCAGCGAAAGGAGTCGCTATTGGAATTGACCTGGGCACCACCTACTCCTGTGTG 
GGGGTGTTTCAGCATGGAAAAGTGGAGATCATCGCCAATGACCAGGGGAACAGAACAACA 
CCCAGCTATGTTGCCTTCACAGACACAGAGAGGCTCATTGGGGATGCAGCTAAAAACCAG 
GTGGCCATGAACCCCAACAACACCGTGTTTGATGCCAAGAGGCTGATTGGCAGGAAGTTT 
GATGACCCAGTAGTGCAGTCTGACATGAAGCACTGGTCCTTCCAAGTCGTCAGTGATAGC 
GGAAAACCAAAGGTTCAAGTCGAATACAAAGGAGAAAACAAGACATTTTATCCTGAAGAA 
GTTTCCTCTATGGTCCTGGTGAAGATGAAGGAGATTGCTGAAGCTTATCTGGGGCAGAAG 
GTGACAAACGCCGTTATCACAGTTCCTGCTTATTTCAATGACTCCCAGAGGCAAGCCACA 
AAAGATGCAGGAGTAATCGCTGGGCTCAATGTCCTCAGAATCATCAACGAGCCCACAGCT 
GCAGCCATCGCCTACGGCCTTGACAAAGGCAAAGGAGGAGAGCGTAATGTCCTGATCTTT 
GACCTGGGTGGAGGCACCTTTGATGTGTCCATCCTGACCATTGAAGATGGCATCTTTGAG 
GTGAAGTCCACAGCCGGAGACACTCATCTGGGTGGCGAGGACTTTGACAACCGCATGGTG 
AATCACTTTGTAGAAGAATTCAAAAGGAAGCACAAGAAAGACATCAGTCAGAACAAGAGG 
GCACTGAGGAGGCTGCGCACAGCGTGTGAGCGGGCCAAGAGGACCCTCTCCTCCAGCTCT 
CAGGCCAGCATTGAGATCGACTCGCTGTACGAGGGCATCGACTTCTACACGTCCATCACC 
AGAGCCCGCTTTGAAGAGATGTGCTCAGACCTCTTCAGGGGAACACTTGAGCCTGTGGAG 
AAAGCCCTGAGAGACGCCAAGATGGACAAGTCTCAGATCCATGACATTGTTCTGGTTGGT 
GGATCAACTAGAATCCCAAAGATCCAGAAGCTTCTGCAGGATTTCTTCAACGGCAGGGAC 
TTGAACAAGAGCATCAACCCTGATGAGGCAGTGGCTTATGGTGCAGCGGTGCAAGCCGCC 
ATCCTCATGGGTGACACATCTGGAAATGTCCAGGACCTGCTGCTGCTGGATGTTGCGCCA 
CTGTCCCTGGGTATTGAAACCGCAGGTGGAGTCATGACGGCCCTCATCAAACGCAACACC 
ACCATCCCCACCAAACAGACCCAGACCTTCACCACCTACTCAGACAACCAGCCTGGTGTC 
CTGATCCAGGTGTTTGAGGGAGAGAGGGCCATGACCAAAGACAACAACCTGCTGGGTAAA 



TTTGAGCTCACAGGAATTCCACCTGCACCTCGTGGAGTCCCTCAGATTGAGGTGACGTTT 
GACATTGACGCCAACGGAATCCTAAACGTGTCAGCGGTGGACAAAAGCACTGGAAAAGAG 
AACAAGATCACCATCACCAATGACAAGGGCAGACTGAGCAAAGAGGACATTGAGAGAATG 
GTGCAGGAGGCAGACAAGTATAAAGCTGAAGATGATCTGCAAAGAGAGAAGATTGCTGCC 
AAAAACTCCCTGGAGTCTTATGCCTTCAACATGAAGAGCAGCGTGGAAGATGAGAACCTG 
AAAGGCAAGATCAGTGAGGATGACAAGAAGAAAGTCATAGAGAAGTGCAACCAGACCATC 
AGCTGGCTAGAGAACAACCAGCTGGCTGATAAAGAGGAGTATGAACATAAGCTGAAGGAG 
CTGGAGAAAGTCTGCAACCCAATCATCACTAAGCTTTATCAGGGAGGGATGCCAGCTGGA 
GGCTGTGGAGCTCAGGCACGCAGTGGATCAGGAGCCGCTTCCCAGGGACCAACTATTGAA 
GAGGTGGATTAA 
>IL23R GENE: interleukin-23 receptor ORF type: complete len:632 (-), score=69.76 
TRINITY_DN10808_c0_g1:1886-3781(-) 
ATGGATTTTTTCATCAGAGTCTGGCAGGTGGTCTTTTTACTCCTCTTCAGTGGAAAATTC 
TGTGATTGCTACAGAATCAGATGTGTTGGAAAGTTAATAGTAGACTCAGATGTCATTCAC 
ATGGGCTCCAACTTGACTGTAGTATGCCAGTCAGACACTGAGCACTGTGGCAGGCACTTT 
GCCATAGACTACAATGGACAGACCATTTTCGAAGCAGTTAATTGCTCTGTAATAAAAACA 
CAAATAGTCATCAATCAGCCCAAATCTTCACTACTCTGCAAGATGAAGGAGGGAGACAAA 
TGGCATAGTGTTTGCGGCATAGATCTCAAAGCTGGCTACCCTCCAGGCAAACCGAAATTC 
AGCTGTGTCACACACCAACATTCAGAGTTTGTTAACTGCTCTTTGACGGTCACAACTGAG 
ACATATTTATTTACAAACTTCAGTGTGACATTTCACAACAGTACATCTAAGTTTCGCCAG 
TATGAGATGGACAAGGACCATCATCTATCTATTCCACGGTCTCTGTTTGATGAGCGCTTA 
ACATACACAGTCCATGTAAGAGGTCAAAATGCATTAGGAGAGTCTCACTATAATTTCCCT 
TTCTCGATTTGGGACTTTGTGATTCCAAGCACTCCAGAGATAACACAAGCCGTGTTTGAA 
AATGGTGTTCTTTCTCCTACAATATACTGGAATGGCTCAGAAGATGTACTGAAACCAAGT 
CTGAGGTTCAGAAGGGCGCATAATAACCAGGACTGGGCCCTGGGAAGAGTAACGGAGCTC 
CTAGCTGGATGCATTTTGATGCAGGAAACCTTAAAACCACTGATGCCCTATCAGTTTGAG 
CTGAGAGTGTGTGTTAACAGCTCAACAAACTGCAGCATGTGGAGTCATCCCTTCAATATA 
ACCAGTCCTGGAATAGCACCCTCACACAAACTTGATGTGTGGCGAGTCATCAACAGGGCC 
AGTACGCATGGACTTCAGCATGTCACAGTGTTGTGGAAGCACTACAAACCAGAAAATTAC 
AGTGGAGATTTGTTATATTACAAGTTATCTTATATAGAAGAAGGCAAAATCCATGAACTG 
AACTGCTCAGCTCATGTCACCCATCAGACACTTCAGCTGAGCGTGACAGAAGTTAACATC 
AGTGCTGTGACATCAGCTGGGTCCTCTCCACCCACACCTGTGAGTTTGATACGCACAGGT 
AAACCAGCTCCCATGATAAGATATTTAGTTCCAGCAGCAGGGGGCAGTGTGCTTCTGTCA 
TGGGACTTGTCTCATTACACTGAGGAAGTGGAGGACATTCTGGGTTTTGTTATACAGTGG 
CAACAAAGCCTAGTGCACTTAGAATGGAAGAATGAATGGAAGAGATTAGGAAAAGACTAT 
AATTTTACATGGCTTCATGGTCTGGAAGCCGGTGTCTTGTATAACATCTCATTATATGCC 
GAAGAAGCTATTGGAGTTTCAGATCCTGCATTTGTTCAGGTTTATGCAAGGGAAGAGAAG 
CCTCTAGCCGGTCCAGATTTATCAGTTACCACTGTAGGGGAAAGGCAGATTTTGATACAA 
TGGGACGAGCTCGACCAAGAAAAACAAAGGGGATTTATCACAAACTACACCATTTACTTC 
CAGAGACATGGAGACAAGAGATTTATTCAGAACCAAAATGTGCCTTACGTATTTCCTAGA 
CGTTTGAGTTGGGAGCTGCAGGGCCCACATGAATGTTTCGATATTCTGGTCTCTGCCTGG 
AATTCTGCGGGTGAAGGGCCCAAAGGAAAACCTGCCACCTGTTGTTGTCCCAGCAAACTA 
TCATATCAACCCAGTTCAGACAAGGCAACAGGTGCATTCTCTTATGAAATAGATGAGAAA 
GGTCAAGGATCTTTAAAACCAAGCATTGTACTTTAG 



>IL17 GENE: interleukin-17 ORF type: complete len:156 (+), score=19.35 
TRINITY_DN926_c0_g2:160-627(+) 
ATGCAGCTCTCATTGGTTTTCAGAGCTGTGCTGCTGATTTTCCTGCTCACCCTTATATTA 
GGTGTAGAATGTAATTCTTCTGAGAAAAAGTCTAAAGGGAAAAGGAAATGTCAAGGTGCT 
GAATGTAAAAAGAAAAAACATTGGGTCATCCTGGACTCCACTCTGAACATCGCAACGATT 
CCCTCCCCGTGTCCAAGCAGATCTTTGTCACCATGGACATATGTAACTTCCTCTGACGAT 
TCACGAATCCCACAGACAATCTCTGAAGCAAAATGTGACAAAAGAGGGTGTATAACTGAA 
AATGGTGAGGAAGACTGGGGACTGGAGTCTAAACCCATCTACTACCAGATCAATGTTCTG 
AAGAGAGTGAAGGGCAAAAACTTGATGCACTACAACCTTAAACTCGAGACTAAAATAGTT 
AGTCTAGGCTGTACATGTGTTTTACCCAAAGTTGTGCTTCAGAATTAG 
>NFIL3-5 GENE: nuclear factor, interleukin 3 regulated, member 5 ORF type: complete len:598 
(-), score=133.85 TRINITY_DN6367_c0_g1:1753-3546(-) 
ATGGAAAGCCTAAATCTTCCTACCCAAAATAACAGTGCCAGCTTGGACACATTAGAAACG 
TACTCAAACTACAGTGAGAGTTTACCATCACCTCAAATTGCCAGTCCTCCCCGTCAAGGC 
CGACTAATAAAACCAAAACCTAACACCTCCTGTCGACGGAAGCGGGAGTTCATCTCAGAT 
GAGAAAAAAGATGCATCTTACTGGGAAAAACGACGCAAGAATAATGAGGCTGCAAAGAGG 
TCGAGGGAGAAACGCCGGCTCAATGATATGGTGCTGGAGAACAGGGTAATAGCACTGAAT 
GAGGAAAATGTGCGGCTGAAGACAGAACTCCTGCAATTGAAATTGAGATTTGGACTCATA 
AGCTCTGCCTCTTACATGGAAAAGACCCAACAGATCAGCAGTGGTAGTGAGGCAGCGACT 
AATGGAGCTAATGGTTCAGGAGCAACTTCCGGAAATCCATATTACTCAAGCAGTGGATAC 
TCTAGTGCTTCTCAGGTCATGATGAATTCTGATTCCTCAGAGGCTGAGCAGCCGTCCAGG 
AGTGAACGCCACACAACGTTATCCAAGTACTCCCCCCGTGGGTCACTCTCCGACATGTCT 
GATGGATCTTCACGGGACAGTCCTGAACCTATAAACTTTGACATCAAACACGAGAGCTCT 
GGAATGGACATTAACAGGCTTGAGGCAAGTGTTCTTAATGGCATGTTCAATGGCCATCAA 
AATCTCGGACGATTGGAGACTCACCAATCTCAAGAAATGGATCAGCAAGAAGGCATCAAC 
AACCCAGCCCCACCATCTGCCACGCCTCAAAGAAGTGTCATCCTCTTTCGTTCTGGAAGC 
AGCTCCTATCCTATTGAGAGCCAAAGGGTTGAGGACATGGAACAACAGGTGGCATCCCAA 
ACACAACAGAATGGGCAAATCACCCATTTTAGTCAAACAGGGTGTGGTCTACAAATAAGA 
CCTGATGGTTTAGAGACTCTTTCAGAGGTAGCACAACAGCTGGCCAGGAGGTCTTTGGAT 
TCACCAAGCTATGAATTCACTAACGGCAAGGCAGATGCTGGGGAGAGCAGGCGGTTTGTC 
ATACAGCAACAAGACCTGAGTGTTCAAGGACAATGCAGAAATCAGGTTCAAGACAGCACC 
TCAAATTCGTTTGCCCCAGATTTGCTCAGTGAGGCAGGAAAAGCCCTTGTATGCCAACGG 
TCCAATCCCTACCTCGGCAGTCTGAACGAGGAGCCACCAGAGCTAACGTTTGAAGGTTGC 
CCAAGAGCAGATGGCTTCTACCAAGAGCACTCCTCCTCAGGCAAGGACACCTCCTCTAGT 
GACGGAGACCCACGCAGCTCAGATAAAGAAGCCTCTACTGATGATGAATCTCCCTCATCC 
TCTTCCTCTGATACCGGTGGATTTCACGCCATCCACCAGTCAGCATCCTCACCCACCATG 
GTCATCAGTGATTCTTACCAGTATGGTGACAACCAAGGTGAAATGAAAGGCACTGCTCTG 
CCACACAAGCTAAGGCTTAAGTATAGAGCACTATCTAATGGTGGCTCCCAAGACTTTCCG 
GCTACAACAGCTGCTACGTCACCTGATTCCGCTCTGCCTCAGCACCCGTACCTGGCGTTA 
GCGCAGGTTCACCAGCAGCAAGGCAGCAGCTCTGGAAGCAAGGAAGGGGAGAGTGAGACA 
GCAGATGAACTTTGCACACAACACTATCCTTCCAGAGAAAAGCAAGAGGGGTGGAAGGAA 
AGCGGGAAGAGGAGCTCAGGAGGACGAGGTAGCAGAAACAAGAAACGGGACTGA 
>IRAK1 GENE: interleukin-1 receptor-associated kinase 1 ORF type: complete len:458 (+), 
score=83.44 TRINITY_DN2476_c0_g1:1109-2482(+) 



ATGGACTTTGTTGGTTACAGTATAGAAGGACAGACTTACTGTCTCATATATGTTTATATG 
CCAAATGGCTCTTTAGATGACCGACTACGCTGTGAGGACCGCATCGCCCTCTCTTGGTCA 
CAGCGTGTAAATGTGTTACTGGGCACTGCGAAAGCTATTCAGTACCTGCATTCTTGCGCA 
CCTGCACTTATTCATGGAGATATCAAGAGCTCCAACATCCTTTTAGGGGATCACCTGGAG 
CCCAAGTTGGGGGACTTTGGATTGGCACGTTTTTGTCGGAACCCCAGCAAAACCCCAGGC 
AAAACGTCCACTGTGGCTCACACTGCAACGGTACGGGGAACTCTTGCATACCTCCCAGAA 
GAATACCTGAAGGATGGACAGCTAGGAGTGGAGATTGACGTCTACAGCTTTGGAGTGGTC 
ATGCTAGAGGTACTTACTGGACGGCAGGCTCTTGAGGTCGATGGCCAATCCAAAAATGTT 
TACCTGAAAGATCTGGTTAATGAGGAGGAAGATGATGGGAGAAGCTTTAGCAAAGGGAAG 
CACTCGCGAGAGCTGTCCTATGCTAATGCAGCAGAGAACATCTGCAGGAAACATCTGGAT 
CCTCGATTGATGACTAAAGATACCCCTACCCCTCATGGATCAATGGAAATTTCTCAGATG 
GCATGTCAATGTTTAGAACGACGGAGAAAGAAGAGACCTCGCATGACGGAAGTGTTCAAA 
GCACTTCAAGATGTGCATTCAGGGTTGAAGACCTCTGGTAGATCAACCATGGTCAGAATA 
TCTCCCGTATCATCTCCTCTATCCATCCCTGAGCCTCTGCGCTCCGACAACAGCTCCCTG 
GACTCTCTCGCCCATCAGTTCTCCAAACTCCACCCTCAAGAGAACACATACCCCTGCGTT 
GACAAGCCTATCTTTCCCACCTTGGCCTCTGTAAAAACTCAGTCTAGCTGCTCAGAGTCA 
GAGTTGAATGCTGAATCTTGGGCTTCACAGTCCTCGGGCATGCCATGTGAATCAGATGAG 
AGCCAAGGCTTTTCTCAGTACTTGACAAATCACTGTAGCGGATCTCAGTCGATGTCATGC 
GGGGCCTGTGGCGTTCAGAGCACTAAAATAAGCAGTTCTTTAGAGGAAAACCCATCACAG 
TCCAGTCCAAATGAAGATTTTTCTGACCAGAAAGTGTTTATCAACCCCGTGAGGCAGCGA 
CTGGTCCAGAAAATGGAGCTTTATGAAGAGGGGAGGATTTTAACTTCTGATTTGCTGTCA 
TCAGGTGACTCATTATACCGAGGGATGAATGCTAAAACAAGGGAGCCAGAAGAGAGTGAT 
GAATTTGCAAGTGAGACGTCTGAAATCAACATGCAGTCACCTGCTGCAATTTAA 
>IL12RB2 GENE: interleukin-12 receptor subunit beta-2 ORF type: complete len:399 (+), 
score=32.33 TRINITY_DN866_c0_g1:418-1614(+) 
ATGTCGTCTGAATGTACGTGGTCGCTCCTCGTCATGTTGTGCTTCGTCCTGGCTGCAGGT 
GCACATGGAGGAACTGTGTGCACTGTAAGGTCAAGCATAGGCAAAGAAGTCCTCTTAGGT 
TCCAATTTCACAATCTCCTGCATCTTCAACAAGAAATGCACCAAACAACTTTTTCAGGAT 
AATGAACAAATTACAATAAGGGATAAACAATTCCCTAATTCAAGTGAGGTATCTGTGTAT 
GTCCAGAATTTAACAAAGTTTACTATCTTCGCCTGCAAGTGTAAGGATAACCCAGAGCCA 
TGTGGAATTGACATCACTCCAGGATACCCTCCAGATATTCCACAAAACCTGACCTGCATT 
CAAAAAATGAAATTTGGCAATGTCAGTTGCACTTGGACAACAGGAAGGGATACCAAAATC 
CTGACCACATGCCAGTTACGGGTTCGAGGTGACCCGCAACTCGGCTATAAGAGTGTTATG 
AACTCAACAGGATTTTGTTGGGCCACATTCCCTATCAAAGACTCAAAAATGTCACAGCTT 
ATCGTGTCACTCAATGTCTCTAATAGCCTGGGTTCAAAAACCTCAGGTCCCCACACCTTC 
ACCCTCAGCAATATAGTAAAACCCTCAGTGCCTAAGATCAGTCATGTGGCCTGCTCCTCC 
CGATGGTGCCAGCTACACACAGACAATCACAGCATGGACTTGGTTGAAGTCCAATATATA 
GCAGTTAATGGGACCTGGAAAACACTCCAGATTAATGCCAAGAGGATTTTAAACATATCT 
GAACTGCAGCCTGCTATCATGTACAAGTTCCATATCAGGAGGAAAATAAACCTTACAGTA 
GGTTTGTGGAGTGACTGGAGTAAAGAAATGGAAGAAAAAACCAAAGAGGAAGCTCCTGAC 
AAGATGCTTGACGTCTGGTACCTCCAAGAACCAGAACGCTCACAATCTGAAAACAAATGT 
TTCCGCATATTTTGGAAGGAACTGAATATATCAGATGCTAAGGGGAAGATTCAGAGGTAT 
GATATAAGCATTGTGACAAAGAGGAACTCAATCGTATATCCACCCAGCAGAAATATGAGC 
ATTTGCTGCTCTCACTGTTCTGTGTCAGTGTCTGCAGTTAACTCAATGGGTCAATCTCCT 



CACAAAATTATTAATCTGCGTTCTCCAGGTAAGCCTTTTTTAACAAAGTTAATGTGA 
>CRFB4 GENE. cytokine receptor family member b4 ORF type: complete len:354 (+), 
score=66.52 TRINITY_DN699_c0_g1:219-1280(+) 
ATGATGAGCGTTTTCTCCTGTCTGTCTGTGCTCTCGTTGTGTTATATCGTCTCCGTCAGC 
ACAGAGAGCGTCCCGATCCCTGAGAATGTGAGTGTGAAATCACTGGACATGGGATTAGTT 
TTGAAATGGGATCCGCCACAAAACGCCGCTAATAAAGTATTTAACTACACCGCTGAAGTG 
AGAGGCTGGAGGGACGAGTATGAGCCAGTGTGTGTCCGCATCTCATCACTAAGCTGTGAT 
TTCACTGACGATATAAATGCTTATGGAATTTACGCTCTTCGCGTTCGGACAGAACTACAC 
GGAGACGCATCTGACTGGGTGGAGACTGAAGTCATAGAAGTGGATAAAATAACTGAGATC 
AGTGCTCCTCGTGTCGAACTGACGAGCAGAAAAGGACAAACAGAAGTGGACATCACGGAT 
CCTCCTATGAGAAAAAACAACTTGAGGGGATTTTTCAGGCATATTTCTTACCTCATCCGG 
TTTTGGAAAAAAGGAGAAGCAAAAAAGAAAGAACTAATAAGAGACCAGAGCAGAGTTATG 
CTACCAGATCTGGAGCCTTTGGTCAACTACTGCGTTGAAGTGGCGGTTTTGTGTCTGGAC 
TATAATAAAACAGGCCAGTTCAGCAACACGACCTGTGTAACCAACTCTCCCAGCGGTGAG 
GTGGAGCCCTGGATCATAGCAGTTGTGACCCTGGGCAGTTTTCTGGTGGTGGTAGTTGCT 
ATTGTCCTGATCTTTCTGGCTGTGTGGTTCAGCTACGAAGGATGCAAAATCATTTTCCCT 
GATCCTAAACTGCCAGAGAACCTAAAACAGTTTTTGTCGCAGCAGTCCCAGTCCCCCATA 
CTTTCAGCCATGCAGGAGAGCACTCAGCCGAACGAGCACTTTCATGAGCTGAGGATATTT 
CACAAGGACAATGAGCCGACAGAAGGACCATCGGGGATTCAGACAGATAAGGAAAAGTGT 
CATAAAGGAGCAGACATTAAACAGAGCAGTGAGGAGAAATCTGAAATGGACAACACCACA 
TCAGAAGAGGAGCATTTGCTTGCTGAACTAAGACTGCTGTAA 
>IL17B GENE: Interleukin-17B ORF type: complete len:199 (+), score=32.77 
TRINITY_DN17528_c0_g1:98-694(+) 
ATGCGGAAAAACATATGGAATAAGGTGTTCATGGTCCTGATGGTGTGGAATCTGTTTGTG 
CCCATTGACACAAAGTACACCAGTAGAGAAGGAAAGCCTCGGAGACGAAAACTGGAATCA 
CATCCTCGCCGGAGCGCCTCGTCTGCCCAAATTTCCCCGGATCCAATGATGACAGGTCCA 
GAATCAGGCGTGATGCCCGGTGCCATTGAAACGGACTTTGATAAGAGTATCGAGGACATG 
GTGTCGCAGGTCAGAAACAATCCCAACTTATCCATAAACCAATGTGTGGTGGATCGCAAA 
CTGTGGATGTCCAACAGTCGCAGCCTCTCTCCCTGGTCCTACAGAATCAATCACGATGAG 
ACCCGTAAGCCCGTGGACATCCCAGAGGCCGTGTGTTCGTGCGTGGGATGCATCAATCCT 
TTCACCATGCAGGAGGATCGCACCATGACCAGCGTTCTCATCTACACCAAGATCCCCGTG 
CGCAGACTCCTCTGCCACCGGCCCACGAAGAAGCCGACGAAGAGGAAGAAATGCGTTCCC 
CGTTACAGATCGGTGGTGGAGAGCATCGCCGTGGGGTGCACGTGCATCGTGGGGTAG 
>IL4RA GENE: Interleukin-4 receptor subunit alpha ORF type: complete len:219 (+), 
score=29.11 TRINITY_DN4924_c0_g1:260-916(+) 
ATGAGTGAGAGTCCTGCACTGAATCACAATCACACATCAATAAATCAAATATACAATCAA 
ACGTGCATGCTTGAAGTGATCATAAAGAATCTGTTTTTGTGTAGAGAACATGACTGCACA 
CTGACGAGGAGACAACAGTCATTACTATGCGAGTTGGATTTATCACATGAGGGTTTCACC 
GATACGGACCACTACACATTCTCCCTCCGTTCGGGTAACCATGGCAACAACTTCTCCATC 
ATAGGAGATGGTGCCTTCACTCCTAAGGACCATATTCGTCCAGTCCCTCCGTCTGACCTG 
TCACTGCTGCGTGAGCATGACAGTGTGGTTTTCCAATGGCAGAGCGGATATGATCCAGAC 
AACTCCCTCATTTCCCACCTCCAGTACCAGCTCAGTGTGTACAGCGAGCACAAGCTGTAT 
GAGGTAGAATCTGCTGACCTGAAGGTGTATGTGGAAGAGTCTAGATTTGAACCTCACACA 
AATTACACAGTGCGTGTGAGATCGCGGCCAGATCAAACGGATTACGATGGCGTGTGGAGT 



CTGTGGGCCCCTGTGTTAAACTGGAGGTCAGGGTACATTCACAGTGAGTCAGTCTGCACA 
CACAATAGCAAAGAAGAGACAGTAAATATGACAGATGAAGTTAAATACTCTGATTAA 
>IL27B GENE: interleukin-27 subunit beta ORF type: complete len:260 (+), score=26.27 
TRINITY_DN20072_c0_g1:3470-4249(+) 
ATGAAACACCAAAAAATGTGCTTGATATATGTTTTCGGAGCGCTGACCATAACAACTGGA 
GTTTTTAGCCAAGACACAACCACCTTACAGCCAAACGTTCGAGGTAAGCTTTATTTGCTC 
AGAAAACACTCTTTCTCTCTCCTGCTCAGACATTTCCACACACACACAAACTCCTACACA 
CAAACACAGCGTGTTGGATCTGTCCAAGCCTGTCTCATTTCCTCCTCACCTCCCTCAACA 
GAAGTGTTTGTAGCAGTGGGTTCATCTGTGAAGATACCGTGCACTGACGGAGAGGAAAAA 
GGGGTGGAGTGGAGCTTTAACAGCTCAGTGCTTGTCTCAAGCCCTGTTCTCTCCATACAG 
AACGCTAGTTTGAAGGACCAAGGCATCTACACCTGCCACCAACAAAATGGAAACCTGGTA 
GAAACAGTATCTCTAAACCTGGGGTATCCCCCTTCTCTTCCGGATGTGTATTGTTGGTCT 
CCAAGTTACCCTAAAAGAGCCATATGTTCTTGGACACTGACTCCAGACCCAATGCTTCCA 
ACACATTATATTACTACATACAGGAGCTTTTCAGAACCACTTTCAAGTGCCCGTCAATGC 
CAGAAATGGGAAGAACAAGACAGGCAATGTGCGCTAGAGGAACTGGAGATCTTTGCAAGC 
GAACCGACTCTTATCAACATCACCGCTGTTAATGCTCTGGGAAGCACAACACACATATGG 
CCATTTATTTTTGAGCAGATAGGTGAGGCCTTCCATTGGCATCTTCTGCCATTCTATTGA 
>ILF2 GENE: interleukin enhancer-binding factor 2 homolog ORF type: complete len:388 (-), 
score=110.56 TRINITY_DN20242_c0_g1:325-1488(-) 
ATGAGAGGAGATCGTGGCAGGGGCCGAGGTGGCCGGTTCGGCTCGCGCGGAGGTTTGGTC 
CAAGGGTATCGGCCATTTGTCCCTCACATACCATTTGACTTCTATGTTTGTGAGATGGCT 
TTTCCTCGAGTGAAGCCGGCTCCTGATGAGACTGCTTTCAGTGAGTGTCTGTTGAAGAGA 
AACCAAGACCTCTCTCCTAACCCTTCTGAACAGGCCTCCATTTTGTCCTTGGTCACTAAG 
ATTAACAATGTCATTGACAACCTAATCGTGGCACCTGGAAACTTTGAAGTGCAAATTGAG 
GAGGTAAGACAAGTGGGATCGTATAAAAAGGGCACCATGACGACAGGACACAATGTTGCC 
GACCTTGTGGTTATCCTGAAGATCTTACCTACCTTGGAAGCTGTCGCTGCTTTGGGAAAC 
AAAGTCGTTGAGACACTGCGTACACAGGACCCTGCTGAGGTGCTGTCAATGCTGACCAAT 
GAGACTGGTTTTGAGATCAGCTCTGCTGATGCCACGGTGAAAATCCTCATCACCACGGTT 
CCACCCAACCTGCGCAAACTGGACCCAGAGCTCCACTTGGACATCAAGGTTCTGCAAAGT 
GCTCTGGCAGCCATTCGCCACGCTCGCTGGTTTGAGGAGAATGCTTCTCAGTCAACTGTG 
AAAGTTTTGATCCGCTTGCTGAAAGATATTCGTGTCCGATTCCCTGGATTTGAGCCTCTC 
ACTCCCTGGATTCTGGATCTGCTGGGACACTCTGCTGTCATGAACAACCCCTCTAGGCAG 
CCTTTGCCTCTCAATGTTGCTTACAGGCGCTGTCTTCAGATGCTCGCTGCTGGTCTTTTC 
CTTCCTGGTTCTGTAGGAATCACTGACCCGTGTGAAAGCGGAAACTTCCGTGTTCACACT 
GTCATGACACTGGAGCAGCAGGACATGGTGTGTTTCACTGCCCAGACACTGGTGAGAGTT 
ATCTCTCATGGAGGGTACCGCAAGATCTTGGGCCTTGAAGGAGATGCTAGTTATCTCACC 
ACCGAGATGTCTACATGGGATGGCGTGATCATTACCCCATCTGAAAAAGCCTATGAGAAA 
CCCCCAGAGCGCAAGGAAGAGGAGGATGAAGCGTTGGAGGAAGGAGGAGAAGGGGAAGAT 
GAAAGCATGGAGACCCAGGAATAA 
>IL8 GENE: interleukin-8 ORF type: 5prime_partial len:124 (+), score=24.54 
TRINITY_DN123_c6_g1:2-373(+) 
TTAAAAGCGAGAGTGTTGGCCTGTGTTAGACTACAGCAGACGCTCACTCGACTCACTCAT 
TGGCATTGCTCAGCACTAAACTGTCTCAGAATGAAGTTCACCGTCGCAGCCTTCATGTTT 
CTAAACTGCTCAACTGCACTGCTGTCCACAACAGCACAGCTCCAGAAAGCTGGTACTCAG 



CGCATCTATGTGCGCTGCCAGTGTCCTAAAACTCATTCAAAACCACCGATTCCTACTGAG 
AAAATAATCTCGTTGAAGGTGTTTTCTGCTGGACCACGATGCAATAAGGAGGAGATCATT 
GCTCAGCTAAAGAAAGGAAGGACGTGTCTCAATCCTGAGGCTGACTGGGTGATTGCTCTC 
GAAGAAGAATAA 
>IL17RD GENE: Interleukin-17 receptor D ORF type: complete len:596 (+), score=119.80 
TRINITY_DN133_c1_g1:113-1900(+) 
ATGTGGCCACCCACACTGACCCTGGATCTGCTCCTGCTGGTCAGTTTGTCCCTCGGCACC 
CATGGTGATCGAACATCTTACAAACCTCAGAGCTGCACACTTGAATGTATCCGTCGGGGT 
GACCCAAGATGTGAATACTGCCGAATCACTGCAGACGATGTGCACATTTCTCCCAGTATT 
CCCTCCTCCAGCCCTTTTGGAAGTTGCGTTCCTTGGCCTTGTCACTCTTTTCTAGGCCAG 
GAAACCCCAGAGGTCTGCCAGCATTATGTTAAAGCACCACGCAATATTCACATCGAGTTT 
GAAGCCAATGAAGATCCAACATATGATGCCATTACTGTGTCATGGAACCCAAGCCAATAT 
GGTATTGCATTCTTACGTGGATTTCAAGTAACCCTCCAGGCTCTTGGTGGATCTCAGGTC 
TCATGTCAGCTCTTTCTCCTGGGTAGCAATCTGTCCCTCACCCCTGACCATGCCCAGAGG 
GTGTATCACTCAGATCCCTTCACGCATCTGTCTTTGGATACCAAGTATGTCGTAACCGTC 
ATGGCACTGCCCATCCCCGAGAAGTGGGACCAGTTCTACGAGAAGAAACCGTTTTTCACA 
CAAACATGTCCTGAAAAAAATGGCCTTGAAGAGTGTAAGAAAGACTGGTATCCAAAATAC 
GTCGAGGTCCACCAAGAGAAGCAGGATGTATATGTGACCTTTAACCTTGCACCTGAGCAC 
TTTGAAGTCCATCAGTATTTTTCATCATGTTTCGGAGGAGGGCTGCGAAATCACTCAAGC 
ATCAAACCGGATTTCAGTCTCAACAGGACGCATCACACATACCGTTTGCAGAATCTCCAA 
GCAGGTACAAACTACACCTGTGAGATTGCTGCTGATGTCGTGGATGCAGTCAGGAAAACA 
TTCATGGTTGAAGTTAAACATAGGTCTGAAGAGCCGTCGACCTCCAACTTCAGAGAAAGC 
CCTTCACTGATGGTGCTCTTGTCGGTGGGAATCTTGCTTGTTGCTACAGCAGTGCTCACC 
TTCACCGTTGTCTACAGGAAAAGACTGATGAAGAAAAAAGTCCAGACCAAAATGAGACCA 
GAAATCATCGAACAGTACTATGACAAAAAACTGGGTGAAGGACAGTGTGTTTTGCTGGAA 
AAAACCACCCGTCCCCCTCGCCTCCTGATTTGCTACTCAAGTAATGATGGTCCTGCCCAT 
GTCAGAGTCGTGTTGCAACTTGCTGCTTTTTTACAAAAGCACATGGCTACTCAAGTGTTT 
TTAGACATGTGGGAGGCCTTGAGCATTATGGAGGAGGGCAGTATGGGGTGGTATTGCAGG 
AAAATGAAGGAGTGTGACTTTGCCCTGGTCGTTTGCTCCCGAGGTCTCCAGCAGAACCAG 
TCTGAGGATGAGGAACCGCTGGAGAACACCACCTTAGCTTCTGTTTCCATGATCGGAGAG 
GAGATGTGTCGGGCCAAAGCATTGGGTCTAGACCTCTCCAAATACATGGTGGCCATTTTT 
GAGTATTCGCAAGAGTCTGATATCCCAGCGGCACTAGGTCTCGCTTCAAGGTACACCCTG 
ACTAAAGACTTGCCTTTGCTCTTCTCCCATCTTCACGGAGTGGCTTTGCAGAAGCCTGGA 
GTTTACCTACAGGTGGAGAATATTTCAGAGAGCGGATACTGTAAACTCCCAGCTGGGGCT 
GCACTACAGCTGGCCATCCAGGAGGCCAAGGCACAGATTTTTCAAGGAGCCGACCGAAGA 
GGAACATGTAGGAATTCCAATAATTTCTTAAAGATCTCAAGAGCTTGA 
>IL17RC GENE: Interleukin-17 receptor C ORF type: complete len:674 (+), score=165.43 
TRINITY_DN8750_c1_g1:171-2192(+) 
ATGAGTGTGTGGACTCTGCTGCTGGTCTCTGTCCTGCCGTGGATCTTCACACAGGCACTG 
GAGAGAGTCGAGCTCACGGAGGATCATGCGCTCACCTGTGGACAGGGTATAATTCACTGT 
GAAGTCGAATCAGGCGGCCCGACTTGCATTCGTGATGACGAGCATGTGATAGTGAGCAGT 
CTGGACGCCTACATCGTTCAGTGCCTAACGCAGGAGACCTGGAGCTTGTGCCTGAAAGTC 
CTGCTGACCGTCACCGAGCCGCAGGCTGTGTCAGACGAGGGCAGCGGCGATGAAGAGGAA 
CTGCATGGAAGCGCTCCAGAAGAGCCTGAAAACACGACGAGTGCCGGCACGGTCCGCGTG 



TGCTACACTTACACCTCACAGCGGCACTCCAGAGCCATCCAGTTCACATTCCCTTCATCA 
GCGCTGGATGACAGCACTACACTGCAGGTGTGGATGTCTTTAGTGGTGCAGATACCGAAG 
GCAGAGCTCGGCGGTTCTGTTGTAGTCCATTCTTCATACACTAACTCCACTAAACTTGTC 
ATTATTCCTTCAAAAGAGGAAGTGTGTTCAAAGGGTTTAGATGCCATCTTCTGTAAAGTC 
GCACCTCGGCTGCTCAGAAGAACTGACGATTCGACAGGAGCAATAAAACTGTATGTGGCT 
GACGCAGATAAATGGAGATCCGAAGAGTTTAATGCATGCCAGAGGCTAGACCGGAACAGA 
GGATGCCTTAAGGTGGAATGGACTAACGCCAGCCATGAGTTTGAGATTTCTCAGGGATCT 
GTCGCCCCCTGTCTGTGCTTTGAGATTTGGGGGAACTTTCCTCGAACAAAGTATTGTCCA 
TTTTTGAATGAAACAGTCTCAGGCTCCAGTGTGTCAGTGTCTCTGGCAGAGGCTGAAACT 
CAGCACAAACGGCCCGCTCTGGTGTGGAACCTCACGGCCTCCTGCAGGCTGGAGGCTCAG 
CTGTGGCTGTGTAGAAAAGGCTCCGGGCGGGACAGAGGCTGCCATTACCTGAACTCCAGA 
TCTCGCGTACAAACCCGCCAGAACGACAGCTGGATACAGACCGACTGCACACACTGGCAG 
TTACAGGGAGAGTTTCTACAAGTGGAACGTCATCCTTTATTATGTGTGCAGGTTAAAGTG 
GTGGGAATGGAAGGTCACGTGGGACCAGTGTGTCCTTTTGAAGTGAAGAGAACTCACTGG 
AGTTTCCCACTGATGCTGTGTGTGATGCTGGTGTGCCTGTCAGTGCTGGCAGCCTATGCA 
GTGCAGGGGACATTAAAGAGTTGGGTGTTCAGATGGCTGAAGGTGGATGATGTGAACACT 
GCGGTTGGGGAAGGTGCGGAGCTGCTTCTGGTGTGTCCTCCCGACGCAGACGGTGCTGTT 
ATTCAGCTTTTGTGCCGTCTGTGCTCCAGTCTCTCCGATTTCGGCTTCTCTGTGTCCCTG 
GACCTGTGGAACCGCTCAGAGATCAACGCTTTGGGTCCTGTGCCCTGGCTGCACTCCTGT 
CTGGAGGCGGTGCGGCGGTGTGGAGGCAAGGCTGTGATGGTCCTGACTCCTGACGCCTGC 
GAGCGGGCCAAGCAATGGGGCTGTCCTGGGGCGAAGCGGGAACCGGAAGAGGTCCAGATG 
TGCTCTGAGGTCTTCGACGCAACGCTGAGCTGCATTCTGGGAGACTATCTGCTGGGTCGC 
GCCGGAGAGCGGTTCGCATTGGCGCAGTTCGACGGGCGGTGTATCGCCACGGCCCTGCCC 
GAGTTTTTCCGGGGACTGCCGTTGTTCAGCTTGCCTTCCCAGAGTCTGGACTTCATAACG 
GAGCTCACAAAGGGGGCTCATACGGGAGGAAAAGTGTCTGAGCGGTGGGAACGAGCGGGT 
GCGAGGAGGGCAGCGTCCCGAGCGTTATATGGGATGCTCACAGAGATCACTGGCACAGGG 
CTCTCTCAGGACTCGGAGAAGGGCTGGGAAACCGTCCCGCTGCAGGCAAAACTGTCAAGC 
CCTGCTCTCCACACCAACATAAGCACTGTAGATGGGGTCTAA 
>IL16 GENE: Pro-interleukin-16 ORF type: complete len:1513 (-), score=409.72 
TRINITY_DN5236_c1_g1:735-5273(-) 
ATGCTCAGCTTTGAGCGGCCCCCTCCATTAGCAATGATGCATCCTGGGAGAGAACCTCCC 
TCTGTGGCCATCCTGCCTCTGAGAAACACCCACCACCAGCAACTGCATCACAGGAGGAGA 
ACCAAGAGGATGGAGAGGGGCAAACCGGGACTACGCTCCAAGAAACTGGCCATCCTGTCA 
CGGTCGCTCATCATCTGTAGCTCCAGCACTAATGAGGACGCGTCCAGCCCAGAAGAGAAG 
TACTGTGAGCCCTGGGACGCTGGGCTGGATGAGAGGCACCACAGGGACCCGCTTGAAGGG 
CCAATGGGAAGTTCGGAAAAGTACATCACGAGGAGCATCAGTGTCCAGACATCTCAGAGG 
GAACAAGATGGCCCCAAAAGGACTATGAGGAGGTCCTTCTCCATCAAGGAAAGCAGTTTC 
TGGAGAATGTGTGTCACCACACGCGAGGAGGGTCTACAAGTGGGTGATAGCAAACTTCAG 
TCCAGCGACAATAGCAGTACTGTTGGTCAGGATTTACACAGGGACACTTATATCTACTTT 
GGAGATAGACTTGCCCCATTTAACGGACAGGTTATAAACAATCAAACAAAACAGGAGCCT 
GATCCAGAGAGAAAGCCTGTGCTGAAGACTGCGTGTAGAACCACCAGTACTGAAGGTTTC 
TCTCCATGTGAAAGCAGAGCTCTGTTCACTAATGTCAATGAATCAGACCATCTTGGCTAC 
AGTTTCGGAGAAAAGGAGGCAATGGGAAACAACAATAACTTAAAGATGCCAATTATTAAG 
GTGTCGGATGATGACAGCAAGAACTGTGAGGATGATGAGGATCAGAGCTGCCAAGAGACC 



TCCTGCAAAAGATCTCGCTCCAACTCCACCAGCGTTCACCCGTACTGGATTGGAGATTTG 
GATACCATCATTATGAAGACGCCAGAGCTGTTCCCGTGTCACGCCCACGCCACCGCAGGG 
TTTTACGGCAACAGGAAGTCTCTCTCTCAACAGCTGGAATTCCCTCATAGCATTCCACAG 
GCTGTGGTTAGACCATCTCGCTCTCTAAGTTCAGCACACTTGGTTCCCTCCTGCAGTAGC 
GTACAGGCATTCATCATCTCCAACATCGTCCTCATGAAGGGCCATGGCAAGGGCCTGGGA 
TTCAGTATAGTAGGAGGCAGAGACAGCATGTACGGCCCAATGGGGATTTACGTGAAAACC 
ATCTTCCCTGGAGGTGCAGCGGCCGCTGATGGAAGACTACAGGAAGGAGACGAGATACTG 
GAATTGAATGGTGAATCTTTGCACGGCTTGACCCATGAAGATGCCTTACAGAAGTTTAAA 
CAAGTGAAGAAGGGTTTGTTAACGCTGGTAGTGAGGACCAGTCTGCGGGTGGGCGCCATG 
CTGGGCAGCAATGGACAGGTGTCTCAGCTTTGCCGATCAAGATCGCTGAGCTCCAGCACC 
GGTATAAGTCGAGTCAGTGCTGATTTGGGAGATTATAACTGCCTCAATACCTCTGCAAAA 
CCCCAGGACAGAGTCATGATGGAGATCACGTTGCATAAGGAGTTTGGCGTAGGTCTAGGC 
ATTGGCTTGTGCTGTGTACCTTCAGCTGGCGGCTGCCCGGGAATCTTCATTCACACACTG 
TCACCAGGATCAGTAGCACACATGGATGGACGATTAAGATGTGGAGATGAGATCATGGAG 
ATCAATGACACGGTGGTTTGCAACATGACACTGAACGATGTGTACACGGTTCTGAGTCAG 
TGCAGCCCGGGCCCGGTTCAGATCATCATCAGTCGACACCCTGACCCAAAAGTTTCTGAG 
CTGCAGCTCAATGAGGCGATCGCTCAGGCGGTGGAGCACAGCAGACTGAGGAGAGACAGG 
AGTCAGTGGAGTATGGATGGATGTAACAGCAGTCTGAGGAGATCAGAACCCTGTTCGCAC 
AGCAGACAGAAGTGTATCCGCTGTCTGGACAGGACCGTGAGTCATCTGACCAGTAGACGA 
GTGCAGAAACCCATGATCCGATCATGCAGCGAGGGCGCCTACAGCCAGCGCTGTATACCA 
GCCAGCATCACCACTCAATCCTTCCTACACCCGGAGCACGTCACCAGAGTACAGAGCATG 
GATGCCTCTTTAACAACCAACAGTGAAACTTCACTTAATAACACATTTTCTCCAGCCTCG 
TTCACTGATGACGAATATAACATTCCCTATAAATGTCCAGTAAATTTCATTGGACAACAA 
ACATTAGATGTGCATACAGGTGGGGTGAGAAATTCTACGCCAGGACCAACAAACCAGACA 
CGGAGGTACTGCAGACGACAGGAAGTCACCAGTCAGGAAGTGCTGACTGATTCGAGCGGC 
TCTAGTAGAGGTTCACCAGTAAAAGAGGAAGATCTGCTGCCTTCTCAAAGCAATTGCCAG 
GAAGTGGTTGAACACGCAGAAGTCGGAACTAAAACATCTGCCTGTATCGCTGAGCCTAAA 
AGTGACTCAACACACAGAGGGGACAGACAGCACAAAGGTCCAGAGTCCCCATCTCAAGTG 
TGTAGTCCGAGTAAGCGGGTCGTTCTGAGACGTCAGGCTCATTTAGAGGTCAGTACAGAT 
CAATCACTTGACCCCTGGGTAAAGCTGACTGAAAGTCCAGAGAACCAGCCATTCTGCTCC 
AAAACCATGAGTGACCATAATGGAGATGCTGAAGTTACCACAGTCTCTGAAAGTACAAAC 
ATCACCTCAGACTCCAAATGTGAGCAACCTCCCAATGTCAAAAAAGGGCCTCCGGTGGCT 
CCAAAGTCTGCATGGGTCCGTCAAAGCCTGAAGAGCATTAAGTCTGGGAAACCGATAACA 
GAGTCTTTGAAGAACCAGGATAACAGGAGCCACGATACTGGCAGGACCTTTGGGATTAGT 
CTGAGGGCTGCTTCATCAGGAGCCAATTTGTCAATCAGGCAGAAGATCAGCTCTTTTGAG 
ACTTTCTCAAGTGCCGATGGAGCCGAAAGACCGAACAGGCGATTGGTCCCAACAGCATCT 
CTTCCTCCAATGGAGAAGACAGCTAAAAACTCACCTGTAGACTACAGCAATGCCGAGAGA 
ACCAAAGTTAACACAAGCAGCCTGCTCAATAACGATAACTGCCAGTCTACACCAACAATT 
TCAGCCACAACCCAGCCTCTCCTAGAAGAAGAGCAATCAACTTCCCCCAGTTCAGATATC 
ATTTCAGAGCCCCATCCTGCAGAGGAAGAAAAACAATCAACATTTCATGATTCAGAGCCC 
TGTAAGCCAATCCATGTTGAGGAACCTGCTTTGGACTCAAAAGAGCTTTCACCTGCTGAT 
GAGAATGAGCAAGAACCACTACCTTCTCAAGAGGATTCGCCCCCTTCAAGCCACATCCCA 
AGAAGGTCGAGCAGCTCGAAAGAGGGCCTTTCAGAAAAAACAGAAGATGCTGGAACTCAT 
GCAGTGAGCTTGAGGACCCGAAGTCTACCTCTCAGTCCCTCTTCAGATACCCCCAACTCA 



AGTGGCTTAGAAGGGGAGAGCCTGGGGATCATTTTGTCCTTCAGCAACCAGGTGTCCAAT 
GCTCTGATGCGATCCATGCAGTCCCTGCCGCAGTCCCCTTGCATTCGGATTGGGAACCCT 
TGGAGCGCCCCACCTGGATCTCCTCTTCATAACCCAATAGAAGAAGACTCCTCAGCCGAA 
AAGCCTCTACCTTCGCCTGCATTAGAAAACAGTGAGAGGGGTTTCTCTGTAAGCTTGGCT 
GAACTGAGAGAGCGTACCATAGAGAGAGGGGAGGAGTGCGAGAAGGAAGAATGGAAACCC 
GAACGGCCGCTCACTTCAGCCTCAGCCGTCTGTGCCCAATCCATGCTCTCGGCCCTTCCT 
CCAGAGGAGATCCAGCGGATGATACAGGAAGTCAAGGATCTGGATGAAGACACGCTACGG 
CAACTGGAAGGCATCCAGGTTGTGATTCTACATAAAGAAGAAGGAGCTGGCTTGGGTTTC 
AGCATTGCTGGTGGTATTGATCTGGAGAACAAAGCAACTACAGTTCACAGGGTGTTCCCC 
AGTGGCCTGGCTGCTCAGGAGGGCACCATTGAAAGAGGAGATGAGGTGTTGTCCATTAAC 
GGTCAAACGCTAAAAAATGTCACTCACAGCGATGCCACGGCGATACTCAGGCAAGCCCGC 
ACCATGAAGCAGGCTGTGGTGGTGGTGTCCAAAAACACAGACGCAGAAGGGAAGGGAGGC 
GCTAACGCTAATGAATCTAGCAGCAGTGGGGCAGAAAGCAGCGTCACAGGGGACGATGGA 
GGTGAAGTTGAAACATTCGAGCTGGAGAAGAACGCGGGTGGAGTTGGATTTAGTCTCGAG 
GGAGGAAAAGGCTCCATTAATGGAGACAGACCACTAACTGTCAACAGAATATTTACAGGA 
AGTGACGCTGAGCAAAAGGGGCTGAAGTCAGGTGATGAAGTACTGCAGATACAGGACTCG 
TCTCTGCTGGGTCTCACACGCTTTGAGGCCTGGAACCTCATCAAAGGTCTTAACGATGGG 
CCGTTTACTCTCGTCATTAAGAGAAAAAGATGCGAGTAG 
>IL2RB GENE: interleukin 2 receptor subunit beta ORF type: complete len:541 (+), 
score=82.72 TRINITY_DN18120_c0_g1:133-1755(+) 
ATGAAGGATTACTGGTATATTCCTCTCTTCATCTTCATCTTACTTTATGGCACCGGACAG 
TCCAATAACACACCAACAGAAGATCTTTCCTGTGTGAGCGACTACTTGACAAAGATTTCT 
TGTGTGTGGAGGAGCTCTACAAATGACTCCGGCCAGCGATGTGAGCTTATGGGGGACGTA 
GAAAAAAAAAGATGTGAGCTGGTGCCACTGAGCAGTCAACCACATTCCACCAGAAGATGT 
TCTTTAATCTATGGAAGCCAATACTTTTTCTTCATTAACAAAATCTGGTTGAGTGTAACC 
TGCAATGGATCTGTCAGAACTAAACAGCATTTTCAGCCTAGCCGACACATTAAGACGCAA 
CCACCAGATAAGCCCACTGTAAGCAGGGATAACATAACTTGGAGTAAAGGCAGTCATTTT 
CCGAAATCCATAAAAGATTATGAATTCCAACTGCAGTTTACAACTGCAAATACAAGCTGG 
GAGATGGCAAAACATTTGAAAATCACTCATGGAAGTTACGTGCAGCTGGACAACAGTTTA 
CTGACTGTAGGAGAAGAGTACCAGGCCAGGGTGCGTGTGAAGCCTGTTGAACCCAAAAAT 
GATGGTTACTTTCGGGGGGAATGGAGCGATTGGGGTCCTGCTGTGTCCTGGAGGTCTGAG 
ACTGGAACGCTTCTAGTGAAAACGGAGAATGGTAAATCATCACCAGTTTCTGGTGATATA 
CGTGTAGTTCTGATCATTGGCTTCCACGTCTTGCTTGTTCTCGCTTGTACTCTCATTCTA 
TCTTTGGTGATCTCTAAGGCAAAAAAAAGCAAACGGTTATTAAAACCAAACCATCAACAT 
GTTCCAGACCCCTCCAGATATTTCCAGCCTCTTCACACTGTTCACGGTGGAAACTTCCAG 
AATTGGCTCGGCTGTCAGAACTCTGTTGGGCCATTTCTTACCCCTCAGTCATGTGACGAC 
ATCTCACCTGTTGAGATCTCTGACAATTGGGACCTGTCCTTGATGGATCCCGACGCTCAG 
ATGTCTACTGCTCCGCTTTTTCACTCTCGTCACAGGGACTCTGGACACGAGAACAGCGGC 
ACCAGCCAAGCTTCATCATCTGGTTTCTCTAATATGGGCTACTTCTATAGCAAGTCGCAT 
TCGGGCTCACTTTTCCTGGAATCCTGCCCTGTGTACTTCACCTATCACCCTGAAGGAGGC 
ACAAGCTCCACTCTCTCGTCACCTGGGTCTTCATACGACTGCCTGCAAACCCCGAGTTAC 
CAGATTGAACAGCCGATGAACCCAGATTCAGGGTTCATCATGCCTGGAGAGAAGAATGAT 
GAGGAAGACCTAGATGTCGAAGAGTTCGATGGTGAAGATAGGGCTGCGGCAGAAGGACAC 
GCATTGGTTTCCTTCATTATGTCACTGTCGCAGGGTTCCCTCGGTGCTGTTCGCCCAGCA 



GAGACTTTCGCTCCAGTGCCCATTATCACACCGTGGTCTGAACCTGTGAGAGCACCCAGC 
TGTGGTTCCACTACTGAGCCTGCAGAGGGCGCCATGGTCAGACCCTCCTCCATGATTGAG 
CCCAGCGGGAGTGGATATTTGACCCTCAAAGAGATGCAGAAATACAGCAACAAATCCATC 
TGA 
>ILIR1 GENE: Interleukin-1 receptor type 1 ORF type: complete len:526 (+), score=93.15 
TRINITY_DN9600_c0_g2:451-2028(+) 
ATGAGCTTTTCCACACTTTATCTCCCGTGGATTTTGCTCTCCGCCGTTTGGCTTGCAGAG 
ATTGATATGCACTTGACGCATCGCAGATCAGAGGACTTCTTCGCCGCTGGTCTTGTGTTT 
CGGCTTCAGTGCAACAGAAACCGTCAGAATGTGAGTGTGTTCTGGAGTCGAGTCTCCGGG 
CCGAGACTGGAAAACCTCAGCGGAGTGAGCATTAGAGACGACGACCTGTGGTTCCTTCCA 
GTCCAGCTCAACCACAGCGGACAGTACTCCTGCTTCAGCAGAAAAGGCAACGAAACCTGG 
GAAACGATATTTGATGTCTTCGTTCACAATGAAACATGCCCACGCAGGAACAGAGAAGAC 
GACGTAAAGAGCACAAATGTACTGCGATGTCTCCTTTCGCACATCTTCGAGCTAGACCCT 
AGTGCTCAAGTGACCTGGCGAAACAACTGCCAGCCACTCAGTGGGAATTACGGGACAGTT 
TTCCCGATAAACAGATCCCCGGAGAGGGTCGGACTCTATTCCTGCTTTGTGAACTTCACT 
TTTGAAGGACAGAATTTCTCTGCTGCACAGACTACGGAAATCTACAACCAGGTTATAGTG 
GTGACGAGGCCTGAAATCATCTACCCGAGGCAAGACACACACGCAGTAACACTCGGAGAA 
AGTACGGAGGTGAGCTGCAAAGCTCTGGTTGGGGAAAACGACATGGACGAAACGGATATA 
TACTGGATAAGTGACATTGATGATCTCGATCTGAACTACGAGAGCACCACCCTGGAGGAG 
AGCGGGCGGAAGTACATGCTGTCTGTTTTATCCATCCCAGAAGTCACCGCTGAATATCTG 
TACGTTAATCTCACCTGTCTCGTCCAACACCCGGCTGGTACAGTTTCTGGAACAGTCCAG 
CTCATCCCAGAGAGCCCGAAGCATTATCGGCTCGGCCTCGGCCTGGCTGCTGTCCTCGCT 
CTCCTCATGTTTTTGGCCACTGTGGCCTTGATCTTCAGAGTCGATCTGGTTTTGGCTTTC 
AGAGATGTTTGTCCGTCGGCTGCCGCATGCAACGATGGAAAGTCGTATGATGCGTATGTG 
AGTTATCTCCACGGTGATCAGCTCAGCTCATCTACGGCGATGACATTTGCCCTGCGGTTC 
CTTCCTGCGGAGCTCGAAGATCTTTATGGTTATAAACTGTTCATCAGCGGTCGTGATGAA 
CTTCCTGGGGAAGCGGTGCATGAAGTTGTGGCTGACAGAATGAGCCGAAGTCGAAGGCTC 
ATCATTGTTCTCACAGCCCAGTCTCAGAGCGACGTCTCTCAGAAAGCCCTCCTATCAGAG 
GCTGGAATGCAAATGCAAGAGTCGTGCTCGGTTTACGAGCAGCGAGTGGGTCTCTATGAC 
GCTCTGGTGAAGCAGGGTCTGAAAGTCATCCTGGTGCAGGTGGAGGATGGCGTGGAGGAG 
GCTCAGCTGCCCGAGTCTCTGCGCTTCATCTGGCGCACACGAGGCATCCTCAGATGGAGA 
ACCAACGCCGGGGATCGAGCAAACAGAAGGTTCTGGAAACGCATGCGTTACCTCATGCCT 
CCGCGTCAGAGGCACTAA 
>IL17RE GENE: Interleukin-17 receptor E ORF type: 3prime_partial len:447 (+), score=71.02 
TRINITY_DN10383_c1_g1:1132-2469(+) 
ATGCTAGTACGCTATTCTGAATGCGTTTTGCTTTTTCAACAGGACTATAATGTGTCTGCT 
GTAGATAAACACCCTCAGATGTGTGTGAAGTTTTCTCTAAATGGCAGCCATCGAGTGTTC 
TGTCCCTTCGAGTCAGAGGGCCGGTCCGAGTGGAGCGTGACTGTCGTCCCAGGATCTCTT 
CATCTGCATCTGCACCTCATGTCTAATATGGCCGCTTCTTTTGCTGCTCAGCTCTGTGCC 
AGAGATGAAGACTCGTGTGTATCTCAAGGACACGTCGTCTCACGTCAGCTGGACGGGGGC 
GCCGCGGTGTCGGAGCTGAGCCTGCCCTTCCCACTCCTCTCATCAGGACTGTGTGTGCAG 
GTGTGGCGCGTGGATCTCCAGGGAAGAAGAGTCCTCTGCCCCGACTTCACACACAGGCGC 
TGGGGTTTGGTTATCGGCGCGTCGCTGACTCTCCTGATGGCTCTAATGCTGCTCATCTGC 
ATCTCACGCTGGATGTTCAGACGCCGCACACCAGATTGGCGGAGCGCTGAAAGACGTCCC 



GTGCTGCTGGTGTGCTCATCTGATGATCCGGCTCATATCTCGGCCGTGTGTAGTTTGGCC 
TCCGGCCTGCAGGGGGAGCTGTGTATGGACGTGCGTCTGGCTCAGTGGATGCAGTGCCAT 
CCTCAGTCTCTGGCTCAGCTGGGCCCCGTGCCGTGGCTCTACGGTCAGTGCCAGGCCGTG 
CAGAAAGCCGGCGGTCTCGTCCTGATCGCCTGGAGCCCTGACGCACATCAGGCTTACCTA 
AAATGGAGGAGGACGGAAAGAAAGGCTGAGCTCTGTAAGACTAGCGCTATGGAAGAAGAG 
GAGTGGATAAGCGGTGAAGAAGAGAACCTGATGGAGTCTTCCGTCACCGCTCCGGTGTTC 
GCCGCGGCTCTTTCCTGTCTGTGTTTGGGAATACGAAACGACGGCTGCGGACGAGGATTC 
GGACTCCTTCACTTCCAGAGTCTCAACGACAGATCTTGCATCCCAAAACGGCTCCGCTGT 
GTCCAAAAGTACTGTCTCCCGAAGGACCTTTCCTCTTTCGTACACGACCTGACCGGATCA 
TGGGACGGTTGTGGAAAATCCCGAGGGCGATGTTGGCCCCGTCTTCTGTCCAAAGCGCTC 
TCGTTCTTCGTCTCGCGTCAGCTCGCGGCGAGATTAGAGGCGAAACTCGTGCCGACGGAC 
AGACCTAAATTCGTTCCCAGCATCTCACGGAAATTAATAAGCGGGACGAAGCGAAAGACA 
TGGAGGCGAAAGAGACGCTTATCATCGTGCTTATCCAAAAAGGTGTGCTTGAAGAAAAAG 
ACAGTGCCTCAAAAGCCA 
>IL1AP GENE: interleukin-1 receptor accessory protein ORF type: complete len:599 (-), 
score=186.23 TRINITY_DN3939_c0_g1:247-2043(-) 
ATGATGCCATTGGTCGTCACACTTCTCTGCCTCTGCGTTTTAAAGATGGGCGGCTTTTCT 
GCATCTGTCACTCAGGCCACCGTCCAATCAGACGTGCTGTGTCACGACTGGGGCGTGTGG 
AGCGAGGGTTCGGTGCAAGTGTATGATGGCGAGGTGACGTGGCTGTACTGTCCTCTCTTC 
TCTCATCCCACGCTCTACAGCTACAGCCAGACTCAGAACAGCAGCCTGTCTCTGATGTGG 
TACCGACAAACACACACACACGAGCTCGAGCAGCCCATCAACCTCAAACTACCCACACTG 
CACAGAAACCGGGAGTATCTGTGGATACAACCGGCCACGGCGCCGGACGCTGGACTCTAC 
ATCTGCATGCTCCGCAACATCTCCTCGTGTGTGAAGATCGGCGTGGAGCTGGAGGTCGTT 
CAGCGGGGTGGAGAGTGTGACACCAGAACTCGACCTCACCTGAACATGTCCATACCGTTC 
GACAGCGAAAAAACCCTCACCTGTCCTGACCTGAACACCCTCACGCTGCCCAACAGCACA 
CACTCCGTCACCTGGTACCACCATTGCCATTCTGAATATTTCCAAGGAGACCGCGAGGTG 
AAAGGAGATGCTCTGGTGATCTACCGGTTGAAAAGGCCGTATGCCGGCCTCTACACCTGT 
GTGGTTTCATATCAGATGAACGGACGCTCGCTGCAGTTCACACGCGCGATCAACATCACG 
CCCGTTGTTCCTGACATCACCAGTAAAGTGCCGAATATTCTGAATCCGGCGAGGGATCAG 
ATCTACACTGTGACTCTGGGAGACAAAGCGACGCTGTCCTGTCGGGTGCTTCTGCCTTAC 
CTGAACGAGGAAAAGCAGGAGATCTGGTGGACCGTCGATAACAAAACTGTGGAGCAACTC 
GCCGACCCGCGATTCAGCTCACCTGAGGCCAAGCCCGAGCCTGGGTCGTTTTATTACGGC 
AATGAGGTTAAAGAACGAGTCCTGCATGTGATGGATTTTTCGTCTGATGACCTGCAGAGG 
GAGTTTAACTGCTCCGCCAGAAACAGCCGCGGCTTCAACACCAGCAGAGCTGTTCTCAAG 
AGCCAACCCTACGTCCCCACCCTAGAGCTGGGCTGTGGTTTAGGCGTGACTCTGGCGCTC 
ATGTTGATGATGTTCGTCATCTATCACGTGTTCTGGCTCGAGCTTCTGCTGCTCTATCGC 
TCCTGGTTCGGCTCGGATGAGAGATACACAGATGATAAGCAATATGACGTGTACATCTCG 
TACGCACGCAACAGCGAAGAGGAGGAGTTTGTGCTGTCCACGCTGCGCAGGGTCCTGGAG 
ACGGAGTTCGGCTACTCCGTCTGCATCTTTGACCGGGACAGTCTCCCTGGAGGAACCATC 
ACAGACGACACGCTGAGGTTTGTGGGTCAGAGCCGGAGGCTGGTGGTGGTTGTGAGTCCG 
TGCAGTTCTGTCCGCGGGACTCAGGCTCTGCTGGAGCTGCAGGCCGGCCTGACCAGCATG 
CTTCAGGGCGGCAGCCTCAGGGTGGTTCTGATCCAGTACAAACCGGTCCGGAGGAAGAGC 
TGGGTCAAAGAGCTCCGGCGGGCCCGTCTGGCCCTCACACTCATCCGCTGGCAGGGCGAC 
AAATCGGCCCCTCTGTCCTCACGCTTCTGGAAACAACTGCAGCTCGAGCTGCCCGTGAGG 



AGGAACACGGACACACACACACCGCTGCCAGACATCACACAACACACACACCACAGAGAA 
AACACACACCCTGGAAAGGACAAACTGATAGACTCATATTCCACAAGTGCGCTATAG 
>IL7RA GENE: interleukin-7 receptor subunit alpha ORF type: complete len:241 (-), 
score=27.45 TRINITY_DN330_c0_g1:642-1364(-) 
ATGGAATCATTTCAAGTCAGTTTAGCAAATAAACAACACATGTGTTTTCTATCTTTACAG 
TCCATCAATGGTTTTTATAACTATAGGAACTGCAGTATCAGCAGGGACAGACTTGGTGGA 
GACGGCTATTACTATACACGTGTTAGAGCAAAACCTGAAGGTTATTTTGAGGGTTCCTGG 
AGTGAGTGGAGTTCAACTGCCAATTTCACTATAAAAACAAACAGTACACTATCATCACCT 
TACATCATCATCGGCTTCTCTGTCTTCCTGCTGCTCATCATCAGTTCGGCGGTCTTGCTA 
TGGAGAACACATATAAAAGGCTGCATCACACCAAACATCCCACACCCGAAGGCAACTCTC 
GCACAAATGCACAGGGCAAGAGAGGGTCTTCCTTTCACTTTCAGTCCTGAGATATTCAGC 
GATGTTTTCATACACCGTGTGGATTACGTTGATGAAAAACTGTCTGCTCTGGAGCGTGAG 
GATGGCCTGGATGAATGCTGCTACAGTCAAACCAGTTCCTCAAATACTTCATTGAGTGAA 
ATGGACATGAATGCAGATGAACAGCCTTCAAGAGAGCAGTCCCACCTGAAAATTAGATTG 
TTAGATGAATCAGATTTGTCAAAAGGAAGAGAAAATAGTGGCTGTCAGGGTGTAACCCCC 
CCTCACCTAGAATGTAAAGACGAAGCCTATGTCACTATGTCCAGCCTCTTCAAAACACAA 
TGA 
>IRAK3 GENE: Interleukin-1 receptor-associated kinase 3 ORF type: complete len:289 (+), 
score=31.95 TRINITY_DN443_c0_g1:105-971(+) 
ATGTCAGGTAAAATAGACCCGTCGACGTTCCTCTTCGACGTCCCACCGGTTCTCATGGCG 
ACTTTCTGTAGACTAATGGACAGCGGGGTCGAAAGTCTGGGATGGAGAGCTTTAGCTGCT 
CGCATCCTTCCCAGTCTGCTGGAGGTGAGATGCACCGAAATGTACGTGGCTGCTGGGAAA 
AGTCCAACCCAAGAGCTCATGTGGTCGTGGGCCCAGCAGAATAAAAGAGTGGGGGATCTG 
CTGAAGGTTCTGGACGAGATGGGTCATGCTCGAGCCACGAGTCTGTTTCAGTCACAAGAC 
TTGTGCATGCAGAAGTCATCCTCGCCTCCTCTTTTCGCCACGCATCTGTCAAATACTGAG 
AAATCCTGTCAAACTGCGGCAGCTTTTCATCCAGAGTCTATTTCTGTTCATGGTGAAAAA 
CAGAAGTCTTTCATCACATATTCAGACGTCATAGAGGGAACGAGACATTTCCACCAGGAC 
CTTAAAATCGGAGAAAGCGTGTTCGCCGAAGTCTTCCGTGGAAGATGGGGAAACAGATCT 
TTTGCTGTTAAAGTTTTCAAACAGGAAAATAAAGCTAATTGGAAGATGTTGTGGGAAAAA 
TTCACCAAAGAAATTGAAGTTCTACAACTTTATCAGCATCCTAATATCTTGGAGTTATGG 
GGCAGCTTTTCAGAGACGGATCGCTTCTGTTTAGTTTATCCATACCTTCATAACGGTTCA 
TTGTTCCACAGGCTTCATGAGGAAGTTAAGAGTCCTCTATCATGGCAGGAAAGGTTGAAC 
ATCATAAAAGGCACCGCAAAGGCAGTCCACCATCTACACACTGCACAACCGTGCATGGTT 
ATTTGTGGAAACATTACGAGGTGCTAG 
>RHGAP20 GENE: rho GTPase-activating protein 20 ORF type: complete len:1127 (+), 
score=170.00 TRINITY_DN351_c4_g1:370-3750(+) 
ATGAAGTCCACAATTCCAAGAAGAAAAGCAGCTGTTATTAAAGTCTTTGGCAAAACCAGA 
CAAAGCGACGAGTATGGGGCATGTAATGCATCCCAAAATGCAGTGCTGTTGATGGAAGCC 
CATGCTCACCTCACTATCGGCTTGCAGTCAAGAGAGAGACTTCTGCTGCTTTTCACAGAT 
TCGCTTATCATCGCCAAGACTAAGTCTCTGTATCTAAAGCTGAAGGCTCGTGTTAGCCTC 
TCAGACATATGGCTGGCATCTTGTGTCCATTGCATCACAGACAGGAAGCTCACCTCCAAG 
AACTCATTTGTGATTGGCTGGCCGACCATCAATTATGTCGTCAGTTTCAGTTCACCAGAC 
ACAAAGGAGAGGTGGTTACAAGCTCTTCAGTGGCACACCTGCAGAGCCAGGGAAAGAGTC 
TTGCCAAATGCCATTCTTCTCTATGTTCTGCTGATCGGCAATCCTGATGACAACAGCTCA 



GCGACCGTTGCCGTGGCAGTGGATGTGAGCACGACTGCAGAAAATGTGGTTCAGTACATC 
ATGCAGCAGTGCAAACTACTGGGTGAAGTCTTGGACTACCAGCTGTGTGTGAACTATGAA 
AAAGAAGAGGAAACATACCCCCTTATTGGCCATGAGCTACCATTCTTTATCCTGCATCAT 
TCCCTGAGAAGTCAGCAAGACCATCTGCACATGCCTAGTGAACCACCATTTAGTTCTACT 
CAGCAGACAGAGACCTCTTCCAAGACCCCTCACTTCACCTTAAAAACCAGAACACACACT 
CCTAGGGGTGCTTTACTGAAACACAAAAGAAAGAGGTCTCTGATTGATTGGGCTCTGAGG 
AGGGGACACTTTAACCAATCTGATGGCCCGTCTGATCCACAAACTGCTTCTCACAAGCTA 
TTCGGTCAGTCTCTTTCTTCCATTTGTCCTGATGGAAACTTGCCCAAACCAATAATGGAC 
CTGCTATATTTGCTGTTCTGTGAGGGTCCAGAGACCCGTGGAATCTTCCGTCGTTCAGCA 
AATGCCAAAAACTGTAGGATCCTAAAAGAGCGCATTAATTCTGGGCAAAGTATTTCACTG 
CATGAACAATCAGTGTTCGTCTCTGCATCTCTAATTATGGAGTTCTTGCGGAAACTGCCT 
GGTGGTGTTTTGTGCTGTGACTTATATAATGATTGGATAGAAGTGCTACAGAGTGAGGAT 
CAACAGGAGAGACTTAACAAAGTCAACAGTTTGCTTGCACAGTTGCCGGAGGAGAATGTT 
ACCTTGCTGTGTCAATTATTTGGAGTGCTACACAGGATACACACTCGCTCCGAGGTGAAT 
CAGATGACAGCATCAAACTTGGCTCTTTGCATCGCACCCAATATGCTTTGGAGGTCTTCC 
CAAATAAGCCCTGAGAAAGAGGGACAGAGTGTGTTGCAGGTCGCCATGCTCATCCAGTAC 
CTTATAGAAAACACGCCTGCCATATTTGGAGATGATCTGGACAGTCTGTTCACCAGGCAG 
AAGAATTCAGAGCAGGAAACACATGACTACACAGCTTCGTATCTTCTTCAGCATTCCTCT 
TCGGAGGACACAGATCAAGACACTGTTTCTTCCCAACTGTTGCCCGATGTACATCCCCTT 
TTCCTTCCTTTGGCTGCACTTTCCCTGAAAGACAAAAAGAGACCCCGGCCCTTTCACACT 
GATATGCCATCGACAGAAGGCGCCTACAGCTGTGGAACACTGGATTCCATTTCATCACGT 
TCCAATGCCTCTGTGAGTATCCTGGGAATTGGGGAACTAAGCCAATCACGCGACCGATGC 
CTCTCTGAGCCTTCCATGTATTTTTCCACACCCCAAACGCCAGCACCAACTCATACTCCT 
GTAATCCGCCAATCCAGCTATGATGCTGCTGTAATAGACAGCAGAAAAGAGCAGTCACAA 
GGCTCCATGGGGCTGAGCCCAGAACAACAATCACACAATTCTGCAATGGGTACCAGACGA 
CGACGTTACACTTTCTGGAAGTCGCCACAAATCCCCACGCGCTTCCGTCATCCTGCGCAG 
AGATTAGCCAGCATGTCAAGTCTGTCATCTACAACCACTTCTTCCCTCAGCTCATTGGAT 
AGTACGTTGTCCCTTAGCTCTGCCGATCCAATCCCCAGCCCTCAAGATACACAGTCCCGG 
CCTTTTCTTTTCGGAGCTGCTGCGAGACTGCGGCCTCTTACGCCCGAAATGTCCAGAAAG 
CGGTGGACAAGTACTTTCACTTACGAAGAGGAAGAGGATGTTTGGAGAGAGCGAGATCAA 
GATATCGAAAATGAGAACGAGAATGAATTTGAAGCATCTTTTCATGGCTTTGATGGAGAG 
AAAGCAGTAAAGGATGGCGAAAGAGCCGAGAGTGAGGATGCCACGAGCTGCGAGTCCTTC 
AGTGATATTCACGAGGTTGAAGGTGTGACAAGACAATCGTCGTCTGTGTGCAGTGTTGAG 
TTTAGTGTGAATCCATCACAATGCTCCACCTCATGCCAGATAGATCCTGACATGAACATG 
CGAGCGATTTCACTGAATCCCTGCAGTGTATGGGCAGTCCCACAGGCAAATCAGGTTGGC 
AATGATAAACAGGAGTCCCAGATGATGCAAACACTCACACACGCACCCACAATGACACAA 
AAGAAATCCAGAACCACAGAAGAAAACTCTGTGAGTCAGCACCAGATTGAGCGTAAAAAC 
AAATCTTGCTTAAATATGCATGCCTCGAGTGGGCAGAAAGTGAGCAGAATGAAAATCACA 
GTCTTTCCTTTTGCTGGAAGAGTGATGCTAAAACATTCTAAGGCCGCTTATAAAACCGCA 
AACATGCCGATGGAAACAGAGCAGAAAGCTGAGCTAGGATTCAGTGTAGAAAAGGAGGGA 
AAAGTGCGAGAATCTGTTCAGGTACATATTCCACAGACACTGTTTTACGGTCATAACGTT 
CCTCTAGTCTTACTTTCTACACCACCGCAGCAAACGTCAGTCCAGGTGAGGACACATTGT 
ACTCCCTCTGATGATGTTGGTGTGACAAAAGCAGGTGTGTGTGATGAAGCTAATGTTAGC 
ATTGTCACAACTGATGTTAGTAACGGAGTAAGCAGTTACCCAGCAGAAAATACCATTCAG 



ACCGTCAAATGTATTAGTCATAGCATGAGCACTGGTGATGACCTGCACAGCCCTGGCTGT 
ATTACTGAATCTGCTAGCCCCACTGTGAGCATTAGGGGAGGTTATAATGTTAACCGAAGT 
ATAAAGCTTATTCACAGCAATGCTAATCAGAGCGTGGCATATCCGAAACCCGCTAGCAAT 
TCATCAGGAACCTTTCGCCACACAATCTGTATCAAGCTCCCTGGCAGCAGAGGGATGGCA 
CAGAACAAGCCACTGCCATAA 
>uncharacterized protein LOC120486756 ORF type: complete len:137 (+), score=24.17 
TRINITY_DN3429_c0_g1:1904-2314(+) 
ATGGCGGAGGTTCTGAAAATTCAAACGCAGTTAGAAGAGAGGATAACAGACCAAGAAGGC 
CTTTCGCAACAGAACAACATCAGGATTTATGGGGTCGCAGAAGGGGTGGAAGGTAAATCG 
CCATCTATGATTGCTTTTGTAGAGGATATGCTGAGGGAGAAAACATCGCCATCCCTTCAG 
ATTGAGAGCATGTCGCGCACTCGCTCCTTGCCTGCCAGAAAACACCCCGCCGAGATCAAT 
CGTGGTGAACTTTCTCAGTTACAGAATGAAGGAGGAAATCATTGTCATTCAGCACCCTGG 
GACACTGATGGAACAAATTCAATATCTCACCTGGCGCACGGCTGGTCAGAAAGTGGAACA 
AGGTTGCACCAGGGACATGCCAAGCTCCAAGGAAAAGCTCCAGTATTTTAG 


